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<210> 1 

<211> 229 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7521809CD1 



<400> 1 
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Asp Pro 


Asp 


Val 


Gin Ala 


Gin 


Val 


Gin 


Val 


Leu 
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Ala 
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Ala Leu 


Arg Ala 


Ala 


Gin 
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Val 


Asn 
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Glu 
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Lys Pro 


Thr Ala 
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Ser Ala 
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He Ala 
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Ala 


Ala 


Ser 


Ser 


Ser 


Gin 
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Asp Glu 


Leu Phe 


Val 


Ala 


Arg He 


Leu 


Gin 


Ser 


Pro 


Asp 


Pro 
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Gly Pro 
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Arg Asn 


Gly Thr 


Ser Asp 
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Leu 


Glu 


Thr 


Asp 


Gin 


Arg 


Gin Asp 




80 
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Pro Thr 


Pro 


Leu 


Glu Glu 


Asn 


Lys 


Ser 


Lys 


Leu 


Gin 


Asp 


Val He 




95 








100 










105 


Pro Gin 


Pro 


Leu 


Leu Asp 


Gin 


Tyr 


Val 


Ser Met Thr Asp 
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115 










120 


Pro Ala 


Arg Ala 


Gin 


Thr 


Val Asp Thr Asp 


He 


Ala 


Lys 


His 


Cys 
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Ala 


Tyr 


Ser 


Leu 


Pro Gly Val 
140 


Ala 


Leu 


Trp 


His 


Cys 


Leu 


Lys Asp Thr 
155 


Tyr 


Glu 


Gin 


Trp 


Lys 


Val 


Arg Arg Ala 
170 


Leu 


Ala 


Ala 


Val 


lie 


Leu 


Gly Asp Gin 
185 


Leu 


Thr 


lie 


Phe 


Asn 


Gly 


Phe Leu Lys 
200 


Asp 


Leu 


Val 


Leu 


Arg 


His 


Leu Tyr Asp 
215 


Phe 


Leu 


Ser 


Gly 


Thr 


Leu 









<210> 2 

<211> 314 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7520259CD1 



<400> 2 
















Met 


Gin 


Lys 


Tyr 


Glu 


Lys 


Leu 


Glu 


Lys 


1 








5 








Ser 


Trp 


Leu 


Arg 


Glu 
20 


Glu 


Cvs 


Arg 


He 


Leu 


Leu 


Pro 


Leu 


Gly 


Thr 


Tvr 


Gly Thr 










35 










Arg 


Glu 


Thr 


His 


Glu 
50 


He 


Val 


Ala 


Leu 


Asp 


Asp 


Asp 


Glu 


Gly Val 


Pro 


Ser 


Ser 










65 










Leu 


Leu 


Lys 


Glu 


Leu 
80 


Lys 


His 


Lys 


Asn 


Val 


Leu 


His 


Ser 


Asp 
95 


Lys 


Lys 


Leu 


Thr 


Asp 


Gin 


Asp 


Leu 


Lys 
110 


Lys 


Tyr 


Phe 


Asp 


Asp 


Pro 


Glu 


He 


Val 
125 


Lys 


Ser 


Phe 


Leu 


Leu 


Gly 


Phe 


Cys 


His 
140 


Ser 


Arg 


Asn 


Val 


Pro 


Gin 


Asn 


Leu 


Leu 


He 


Asn 


Arg Asn 










155 










Asp 


Phe 


Gly 


Leu 


Ala 
170 


Arg 


Ala 


Phe 


Gly 


Ser 


Ala 


Glu 


Val 


Val 


Thr 


Leu 


Trp 


Tyr 










185 






Phe 


Gly 


Ala 


Lys 


Leu 
200 


Tyr 


Ser 


Thr 


Ser 


Gly Cys 


He 


Phe 


Ala 


Glu 


Leu 


Ala 


Asn 










215 










Pro 


Gly 


Asn 


Asp 


Val 
230 


Asp 


Asp 


Gin 


Leu 


Leu 


Gly 


Thr 


Pro 


Thr 


Glu 


Glu 


Gin 


Trp 










245 








Pro 


Asp 


Tyr 


Lys 


Pro 


Tyr 


Pro 


Met 


Tyr 










260 








Val 


Asn 


Val 


Val 


Pro 
275 


Lys 


Leu 


Asn 


Ala 
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Thr Leu Gly Arg Gin 


Asn 


145 








150 


Thr 


Leu 


Ala 


Ser Asp 


Val 


160 








165 


Phe 


Ser 


He 


His Glu 


Leu 


175 








180 


Ala 


Ala 


Asp 


Leu Val 


Pro 


190 








195 


Asp 


Glu 


Val 


Arg He 


Gly 


205 








210 


Lys 


Thr 


Ala 


Asp Thr 


Asp 


220 








225 



He Gly Glu Gly Gly 


He 


10 










15 


Leu 


Thr 


Leu 


Thr 


Pro 




25 










30 


Val 


Phe 


Lys 


Ala 


Lys 


Asn 


40 










45 


Lys 


Arg Val 


Arg 


Leu 


Asp 


55 










60 


Ala 


Leu 


Arg 


Glu 


He 


Cys 


70 










75 


He 


Val 


Arg 


Leu 


His 


Asp 


85 










90 


Leu 


Val 


Phe 


Glu 


Phe 


Cys 


100 










105 


Ser 


Cys 


Asn 


Gly Asp 


Leu 


115 










120 


Phe 


Gin 


Leu 


Leu 


Lys 


Gly 


130 










135 


Leu 


His 


Arg Asp 


Leu 


Lys 


145 










150 


Gly Glu 


Leu 


Lys 


Leu 


Ala 


160 










165 


He 


Pro 


Val 


Arg 


Cys 


Tyr 


175 










180 


Arg 


Pro 


Pro 


Asp 


Val 


Leu 


190 










195 


He 


Asp 


Met 


Trp 


Ser 


Ala 


205 










210 


Ala Gly Arg Pro Leu 


Phe 


220 










225 


Lys 


Arg 


He 


Phe 


Arg 


Leu 


235 










240 


Pro 


Ser 


Met 


Thr 


Lys 


Leu 


250 










255 


Pro 


Ala 


Thr 


Thr 


Ser 


Leu 


265 










270 


Thr Gly Arg Asp Leu 


Leu 


280 










285 
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Gin Asn Leu Leu Lys Cys Asn Pro Val Gin Arg He Ser Ala Glu 
290 295 300 

Glu Ala Leu Gin His Pro Tyr Phe Ser Asp Phe Cys Pro Pro 
305 310 

<210> 3 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 752173 8CD1 



<400> 3 
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Val 


Val 


Glu 


Val 


Gly Thr 


Leu Asp Ala Gly Gly Leu Arg 


Ala 
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Gly 


Glu 


Arg 


Ala 


Ala 


Gin 


Cys 
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Leu 


Leu Asp Cys 


Arg 
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Ser 


Phe 


Phe 


Ala 


Phe 


Asn 


Ala 


Gly His 


He 


Ala 


Gly Ser Val 


Asn 


Val 
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40 








45 


Arg 


Phe 
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Thr 


He 


Val 


Arg Arg 


Arg 


Ala 


Lys 


Gly Ala 


Met 


Gly 
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Leu 


Glu 


His 


He 


Val 


Pro 


Asn 


Ala 


Glu 


Leu 


Arg 


Gly Arg 


Leu 
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Leu 


Ala 


Gly 


Ala 


Tyr 


His 


Ala 


Val 


Val 


Leu 


Phe 


Val 


His Cys 


Gin 


Ala 
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85 






90 


Gly 


He 


Ser 


Arg 


Ser 


Ala 


Thr 


He 


Cys 


Leu 


Ala 


Tyr Leu 


Met 










95 










100 






105 


Arg 


Thr 


Asn 


Arg 


Val 
110 


Lys 


Leu 


Asp 


Glu 


Ala 
115 


Phe 


Glu 


Phe Val 


Lys 
120 


Gin 


Arg 


Arg 


Ser 


He 


He 


Ser 


Pro 


Asn 


Phe 


Ser 


Phe 


Met Gly 


Gin 










125 










130 






135 


Leu 


Leu 


Gin 


Phe 


Glu 


Ser 


Gin 


Val 


Leu 


Ala 


Pro 


His 


Cys Ser 


Ala 


Glu 








140 










145 






150 


Ala 


Gly 


Ser 


Pro 


Ala 


Met 


Ala 


Val 


Leu Asp Arg Gly Thr 


Ser 










155 










160 








165 


Thr 


Thr 


Thr 


Val 


Phe 


Asn 


Phe 


Pro 


Val 


Ser 


He 


Pro 


Val His 


Ser 


Thr 








170 










175 








180 


Asn 


Ser 


Ala 


Leu 
185 


Ser 


Tyr 


Leu 


Gin 


Ser 
190 


Pro 


He 


Thr Thr 


Ser 
195 


Pro 


Ser 


Cys 

























<210> 4 

<211> 314 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522266CD1 

<400> 4 

Met Asp Leu Phe Gly Asp Leu Pro Glu Pro Glu Arg Ser Pro Arg 
1 5 io 15 

Pro Ala Ala Gly Lys Glu Ala Gin Lys Gly Pro Leu Leu Phe Asp 

20 25 30 

Asp Leu Pro Pro Ala Ser Ser Thr Asp Ser Gly Ser Gly Gly Pro 

35 40 45 

Leu Leu Phe Asp Asp Leu Pro Pro Ala Ser Ser Gly Asp Ser Gly 

50 55 60 

Ser Leu Ala Thr Ser He Ser Gin Met Val Lys Thr Glu Gly Lys 
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65 










Gly 


Ala 


Lys 


Arg 


Lys 
80 


Thr 


Ser 


Glu 


Glu 


Glu 


Leu 


Val 


Glu 


Lys 


Lys 


Val 


Cys 


Lys 










95 








Glu 


Lys 


Thr 


Val 


Lys 
110 


Arg 


Cys 


Leu 


Leu 


Asp 


Glu 


Glu 


Phe 


Leu 
125 


Lys 


Gin 


Ala 


Ser 


Lys 


Asp 


Gly 


Ser 


Thr 
140 


Ala 


Thr 


Cys 


Val 


Leu 


Tyr 


He 


Ala 


Asn 


Leu 


Gly 


Asp 


Ser 










155 








Tyr 


Asn 


Glu 


Glu 


Ser 
170 


Gin 


Lys 


His 


Ala 


Glu 


His 


Asn 


Pro 


Thr 
185 


Gin 


Tyr 


Glu 


Glu 


Ala 


Gly 


Gly 


Asn 


Val 


Arg Asp 


Gly Arg 










200 










Val 


Ser 


Arg 


Ser 


He 


Gly Asp 


Gly 


Gin 










215 










Thr 


Ser 


Val 


Pro 


Asp 
230 


He 


Arg 


Arg 


Cys 


Arg 


Phe 


He 


Leu 


Leu 
245 


Ala 


Cys 


Asp 


Gly 


Pro 


Glu 


Glu 


Ala 


Val 
260 


Asn 


Phe 


He 


Leu 


Lys 


lie 


Gin 


Thr Arg 


Glu Gly 


Lys 


Ser 










275 










Glu 


Ala 


Ala 


Cys 


Asn 
290 


Arg 


Leu 


Ala 


Asn 


Ser 


Ala 


Asp 


Asn 


Val 
305 


Thr 


Val 


Met 


Val 



<210> 5 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523011CD1 

<400> 5 



Met 


Thr 


Leu Asp 


Val 


Gly Pro Glu Asp 


1 






5 






Ala 


Ala 


Lys Glu 


Phe 
20 


Tyr Gin Lys 


Tyr 


Gly 


Arg 


Gly Val 


Ser 
35 


Ser Val Val 


Arg 


Thr 


Gly 


His Glu 


Phe 
50 


Ala Val Lys 


He 


Arg 


Leu 


Ser Pro 


Glu 
65 


Gin Leu Glu 


Glu 


Arg 


Glu 


Thr His 


He 
80 


Leu Arg Gin 


Ser 


Ser 


Leu 


Leu Ala 


Ser 
95 


Cys Ser Trp 


Cys 



<210> 6 

<211> 168 

<212> PRT 

<213> Homo sapiens 
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70 






75 


Glu Lys 


Asn 


Gly Ser 


Glu 


85 






90 


Gly Asp Val 


He Ser 


Val 


100 






105 


Asp Thr 


Phe 


Lys His 


Thr 


115 






120 


Ser Gin 


Lys 


Pro Ala 


Trp 


130 






135 


Leu Ala 


Val 


Asp Asn 


He 


145 






150 


Arg Ala 


He 


Leu Cys 


Arg 


160 






165 


Ala Leu 


Ser 


Leu Ser 


Lys 


175 






180 


Arg Met 


Arg 


He Gin 


Lys 


190 






195 


Val Leu 


Gly Val Leu 


Glu 


205 






210 


Tyr Lys 


Arg 


Cys Gly 


Val 


220 






225 


Gin Leu 


Thr 


Pro Asn 


Asp 


235 






240 


Leu Phe 


Lys 


Val Phe 


Thr 


250 






255 


Ser Cys 


Leu Glu Asp 


Glu 


265 






270 


Ala Ala Asp Ala Arg 


Tyr 


280 






285 


Lys Ala 


Val 


Gin Arg 


Gly 


295 






300 


Val Arg 


He 


Gly His 




310 









Glu 


Leu 


Pro 


Asp 


Trp 


Ala 


10 










15 


Asp 


Pro 


Lys 


Asp 


Val 


He 


25 










30 


Arg 


Cys 


Val 


His 


Arg 


Ala 


40 










45 


Met 


Glu 


Val 


Thr 


Ala 


Glu 


55 










60 


Val 


Arg 


Glu 


Ala 


Thr 


Arg 


70 
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Pro 


Ser 


Ser 


He 


Pro 


Thr 


85 










90 


Leu 


Thr 










100 
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<220> 










<221> misc_feature 








<223> Incyte ID 


No: 


7523290CD1 


<400> 6 










Met lie Thr Gly 


Val 


Phe 


Cpv- 


Met 


1 


5 








Val Leu Thr Ser 


Leu 


Ala 




V-y S 




20 






Leu Ala Glu Leu 


Gin 


Glu 


Hid 


ASP 




35 






Ser Leu Leu Lys 


Leu 


Lys 


ricL 


val 




50 








Ala Arg Ser Pro 


Leu 


Lys 


Pro 


Leu 




65 








Met Phe Ala Gly 


Gin 


Leu 


TV-it- 

i nr 


Lys 




80 






Ala Leu Gly Glu 


Arg Leu 


Arg 


Lys 




95 








Phe Leu Ser Pro 


Thr 


Phe 


Asn 


Pro 




110 








Thr Asn lie Phe 


Arg Asn 


Leu 


Glu 




125 








Gly Leu Phe Gin 


Cys 


Gin 


Lys 


Glu 




140 








Arg Gly Ser Val 


Thr 


Cys 


Pro 


Gly 




155 






His Pro His 











Arg 


Leu 


Trp Thr Pro Val 


Gly 




10 




15 


Leu 


His 


Gin Arg Arg Val 


Ala 




25 




30 


Gly Gin Cys Pro Val Asp Arg 




40 




45 


Gin 


Val 


Val Phe Arg His 


Gly 




55 




60 


Pro 


Leu 


Glu Glu Gin Gly Gly 




70 




75 


Val Gly Met Gin Gin Met 


Phe 




85 




90 


Asn 


Tyr 


Val Glu Asp lie 


Pro 




100 




105 


Gin 


Glu 


Val Phe lie Arg 


Ser 




115 




120 


Ser 


Thr 


Arg Cys Leu Leu 


Ala 




130 




135 


Asp 


Lys 


Arg Thr Lys Thr 


Gin 




145 




150 


Thr 


Gin 


Asn Trp Thr His 


His 




160 




165 



<210> 7 

<211> 44 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7523379CD1 



<400> 7 

Met Lys Asn Tyr Lys Ala He Gly Lys He Gly Glu Gly Thr Phe 
1 5 10 15 

Ser Glu Val Met Lys Met Gin Ser Leu Arg Asp Gly Asn Tyr Tyr 

20 25 ~ 30 

Ala Cys Lys Gin Met Lys Gin Arg Phe Glu Arg Leu Gly Asn 

35 40 

<210> 8 
<211> 240 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 75233 87CD1 



<400> 8 

Met Ser Ser Arg Lys Leu Ser Gly 

1 5 
He His Val Val Thr Trp Asn Val 
20 

Asp Leu Ser Asp Leu Leu Gin Leu 
35 



Pro Lys Gly Arg Arg Leu Ser 
10 15 

Ala Ser Ala Ala Pro Pro Leu 
25 30 

Asn Asn Arg Asn Leu Asn Leu 
40 45 
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Asp 


lie 


Tyr Val 


lie 


Gly 


Glu 


Lys 


Lys 








50 








Asp 


Arg 


lie Leu 


Trp 


Arg 


Leu 


Lys 


Arg 








65 








Asp 


Thr 


Pro lie 


Pro 
80 


Pro 


Ala 


Ser 


His 


Gly 


Tyr 


Ser Ser 


His 


Met 


Thr 


Tyr Gly 








95 










Val 


Ser 


Gly Thr 


Phe 
110 


Asp 


Leu 


Glu 


Leu 


Pro 


Leu 


lie Val 


Leu 


Met 


Pro 


Glu 


Asp 








125 








Asp 


Met 


Met Val 


Ser 
140 


Tyr 


Ser 


Ser 


Thr 


Pro 


Trp 


Asp Trp 


He 


Gly 


Leu 


Tyr 


Lys 








155 








Asn 


Asp 


Tyr Val 


Ser 


Tyr 


Ala 


Trp 


Val 








170 








Cys 


Ser 


Asp Asn 


Leu 


Asn 


Gin 


Val 


Tyr 








185 








Pro 


Thr 


Thr Glu 


Asp 
200 


Glu 


Phe 


Leu 


Leu 


Leu 


Arg 


Ser Val 


Val 


Gly 


He 


Ser 


Arg 








215 








Gly 


Ser 


Leu Arg 


Glu 
230 


Asp 


Pro 


Leu 


Gly 



<210> 9 

<211> 170 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7521804CD1 

<400> 9 

Met Ser He Glu He Pro Ala Gly Leu 

1 5 
Phe Thr Val Glu Val Leu Arg His Gin 
20 

Phe Ala Leu Gin His Phe Thr Arg Leu 
35 

Lys Gly Thr Ala Arg Phe Gly His Glu 
50 

Leu Gly Ala Ala Ala Gly Gly Gly Thr 
65 

Phe Ala Glu Glu Pro Met Gin Ser Asp 
80 

Glu Glu Ala Ala Pro Ala Asp Ala Gly 
95 

He Asn Arg Phe Thr Arg Arg Ala Ser 
110 

Asn Pro Asp Glu Glu Glu Asp Asp Ala 
125 

Pro Lys Thr Asp Asp Gin Arg Asn Arg 
140 

Asp He Leu Leu Phe Lys Asn Leu Asp 
155 

Val Trp Ser Gly Ala 
170 
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Arg 


Lys 


Pro 


Ala 


Trp 


Thr 


55 










60 


Gin Pro Cys Ala Gly Pro 


70 










75 


Phe 


Ser 


Leu 


Ser 


Leu Arg 


85 










90 


He 


Ser Asp 


His 


Lys 


Pro 


100 










105 


Lys 


Pro 


Leu 


Val 


Ser 


Ala 


115 










120 


Leu 


Trp 


Thr 


Val 


Glu 


Asn 


130 










135 


Ser 


Asp 


Phe 


Pro 


Ser 


Ser 


145 










150 


Val 


Gly Leu Arg Asp Val 


160 










165 


Gly Asp 


Ser 


Lys 


Val 


Ser 


175 










180 


He Asp 


He 


Ser 


Asn 


He 


190 










195 


Cys 


Tyr 


Tyr 


Ser 


Asn 


Ser 


205 










210 


Pro 


Phe 


Gin 


He 


Pro 


Pro 


220 










225 


Glu 


Ala 


Gin 


Pro 


Gin 


He 


235 










240 



Thr 


Glu Leu 


Leu Gin Gly 


10 




15 


Pro Ala Asp Leu Leu Glu 


25 




30 


Gin 


Gin Glu 


Asn Glu Arg 


40 




45 


Gly Arg Thr Trp Gly Asp 


55 




60 


Pro 


Ser Lys 


Gly Val Asn 


70 




75 


Ser 


Glu Asp 


Gly Glu Glu 


85 




90 


Ala 


Phe Asn 


Ala Pro Val 


100 




105 


Val 


Cys Ala 


Glu Ala Tyr 


115 




120 


Glu 


Ser Arg 


He He His 


130 




135 


Leu 


Gin Glu 


Ala Cys Lys 


145 




150 


Pro 


He Trp 


He Leu Met 


160 


165 
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<210> 10 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7521841CD1 

<400> 10 

Met Ala Glu Pro Asp Leu Glu Cys Glu Gin lie Arg Leu Lys Cys 
* 5 10 15 

He His Arg Ala Arg Asp Thr Gin Thr Asp Glu He Val Ala Leu 
20 25 30 

Lys Lys Val Arg Met Asp Lys Glu Lys Asp Gly He Pro He Ser 
35 40 45 

Ser Leu Arg Glu He Thr Leu Leu Leu Arg Leu Arg His Pro Asn 
50 55 60 

He Val Glu Leu Lys Glu Val Val Val Arg Asn His Leu Glu Ser 
65 70 75 

He Phe Leu Val Met Gly Tyr Cys Glu Gin Asp Leu Ala Ser Leu 
80 85 90 

Leu Glu Asn Met Pro Thr Pro Phe Ser Glu Ala Gin Val Lys Cys 
95 100 105 

He Val Leu Gin Val Leu Arg Gly Leu Gin Tyr Leu His Arg Asn 
HO 115 120 

Phe He He His Arg Asp Leu Lys Val Ser Asn Leu Leu Met Thr 
125 130 135 

Asp Lys Gly Cys Val Lys Thr Ala Asp Phe Gly Leu Ala Arg Ala 
140 145 150 

Tyr Gly Val Pro Val Lys Pro Met Thr Pro Lys Val Val Thr Leu 
155 160 165 

Trp Tyr Arg Ala Pro Glu Leu Leu Leu Gly Thr Thr Thr Gin Thr 
170 175 180 

Thr Ser He Asp Met Trp Ala Val Gly Cys He Leu Ala Glu Leu 
185 190 195 

Leu Ala His Arg Pro Leu Leu Pro Gly Thr Ser Glu He His Gin 
200 205 210 

He Asp Leu He Val Gin Leu Leu Gly Thr Pro Ser Glu Asn He 
215 220 225 

Trp Pro Gly Phe Ser Lys Leu Pro Leu Val Gly Gin Tyr Ser Leu 
230 235 240 

Arg Lys Gin Pro Tyr Asn Asn Leu Lys His Lys Phe Pro Trp Leu 
245 250 255 

Ser Glu Ala Gly Leu Arg Leu Leu His Phe Leu Phe Met Tyr Asp 
260 265 270 

Pro Lys Lys Arg Ala Thr Ala Gly Asp Cys Leu Glu Ser Ser Tyr 
275 280 285 

Phe Lys Glu Lys Pro Leu Pro Cys Glu Pro Glu Leu Met Pro Thr 
290 29 5 300 

Phe Pro His His Arg Asn Lys Arg Ala Ala Pro Ala Thr Ser Glu 
305 310 315 

Gly Gin Ser Lys Arg Cys Lys Pro 
320 

<210> 11 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 7521886CD1 
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<400> 11 



Met Ser Arg 


Ser 


Leu 


Asp 


Ser 


Ala 


1 




5 








Glu Ala Arg Gly 


Gly Arg 


Glu 


Gly 






20 








Ser Asp lie 


Gin 


Ala 


Cys 


Ser 


Ala 






35 








Cys Ser Thr 


Val 


Ala 


Gly 


Ser 


Arg 






50 






Arg Tyr Lys 


Asp 


Val 


Leu 


Pro 


Cys 






65 









<210> 12 

<211> 237 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 7521897CD1 

<400> 12 



Met Glu Ala 


Pro 


Gly 


Pro 


Ala 


Gin 


1 




5 








Ser Arg Glu 


Val 


Thr 


Glu 


Asp 


Ala 






20 








Cys Pro Ser 


Pro 


Glu 


Ala 


Arg 


Ser 






35 








Leu Gin Asp 


Cys 


Asp Ala 


Leu 


Val 






50 








Gly Arg Val 


His 


Leu 


Val 


Lys 


Glu 






65 








Ala Leu Lys 


Val 


Met 


Ser 


He 


Pro 






80 








Glu Gin His 


Val 


His 


Asn 


Glu 


Lys 






95 






His Pro Phe 


Leu 


He 


Arg 


Leu 


Phe 






110 








Phe Leu Tyr 


Met 


Leu 


Met 


Glu 


Tyr 






125 






Ser Tyr Leu 


Arg Asn Arg 


Gly His 






140 








Phe Tyr Ser 


Ala 


Glu 


He 


He 


Cys 






155 






Lys Glu lie 


Val 


Tyr Arg 


Asp 


Leu 






170 








Asp Arg Asp 


Gly His 


He 


Lys 


Leu 






185 








Lys Leu Val 


Asp 


Arg 


Phe 


Pro 


Pro 






200 








Gly lie Tyr 


Gin 


Lys 


He 


Leu 


Ala 






215 








His Leu Asp 


Phe 


His 


Val 


Lys 


Thr 






230 









<210> 13 

<211> 80 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7521995CD1 



Arg 


Ser 


Phe 


Leu 


Glu 


Arg 


Leu 




10 










15 


Ala 


Val 


Leu 


Ala 


Gly Glu 


Phe 




25 










30 


Ala 


Trp 


Lys 


Ala 


Asp 


Gly Val 




40 










45 


Pro 


Glu 


Asn 


Val 


Arg 


Lys 


Asn 




55 










60 


Lys 


Ser Gly Leu 


Pro 








70 













Ala 


Ala 


Ala 


Ala Glu 


Ser 


Asn 




10 








15 


Ala 


Asp Trp 


Ala Pro 


Ala 


Leu 




25 








30 


Pro 


Glu 


Ala 


Pro Ala 


Tyr Arg 




40 








45 


Thr 


Met 


Gly 


Thr Gly Thr 


Phe 




55 








60 


Lys 


Thr 


Ala 


Lys His 


Phe 


Phe 




70 








75 


Asp 


Val 


He 


Arg Arg 


Lys 


Gin 




85 








90 


Ser 


Val 


Leu 


Lys Glu 


Val 


Ser 




100 








105 


Trp 


Thr 


Trp 


His Glu 


Glu 


Arg 




115 








120 


Val 


Pro 


Gly 


Gly Glu Leu 


Phe 




130 








135 


Phe 


Ser 


Ser 


Thr Thr 


Gly 


Leu 




145 






150 


Ala 


He 


Glu 


Tyr Leu His 


Ser 




160 








165 


Lys 


Pro 


Glu 


Asn 'He 


Leu 


Leu 




175 








180 


Thr 


Asp 


Phe 


Gly Phe 


Ala 


Lys 




190 








195 


Phe 


Phe 


Asp 


Asp Asn 


Pro 


Phe 




205 








210 


Gly 


Lys 


Leu 


Tyr Phe 


Pro 


Arg 




220 








225 


Gly Arg Met 


Met 








235 
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<400> 13 










Met Ala Glu Gin 


Ala 


Thr 


Lys 


Ser 


1 


5 








Asn lie Cys Arg 


Ser 
20 


Pro 


lie 


Ala 


Val Thr Asp Gin 


Asn 
35 


lie 


Ser 


Glu 


Ala Thr Ser Gly 


Tyr 


Glu 


He Gly 




50 








Gin Ser Cys Met 


Lys 
65 


Arg 


His 


Gly 


Arg Gin Arg Phe 


Glu 
80 









<210> 14 
<211> 424 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc__f eature 

<223> Incyte ID No: 7522018CD1 

<400> 14 



Met Glu Leu 


Glu 


Asn 


He 


Val 


Ala 


1 




5 








Arg Gin Glu 


Lys 


Asp 
20 


Tyr 


Ser 


Ser 


Gly Arg Arg 


Leu 


Phe 
35 


Arg 


Gin 


Phe 


Lys Arg His 


He 


Glu 
50 


Phe 


Leu 


Asp 


Ala Asp Asp 


Glu 


Asp 
65 


Arg 


Ser 


Asp 


Arg Phe Phe 


Asn 


Asp 
80 


Lys 


Leu 


Ala 


Pro Asp Val 


Val 


Thr 
95 


Glu 


Cys 


Arg 


Pro Ser Lys 


Lys 


Ala 
110 


Phe 


Glu 


Glu 


Tyr Leu Arg 


Gly 


Glu 
125 


Pro 


Phe 


Glu 


Phe Ser Gin 


Phe 


Leu 
140 


Gin 


Trp 


Lys 


Thr Lys Asn 


Thr 


Phe 
155 


Arg 


His 


Tyr 


Phe Gly Glu 


Val 


Cys 
170 


Ala 


Cys 


Gin 


Tyr Ala Cys 


Lys 


Lys 
185 


Leu 


Gin 


Lys 


Gly Glu Ala 


Met 


Ala 
200 


Leu 


Asn 


Glu 


Gin Ser Arg 


Phe 


Val 
215 


Val 


Ser 


Leu 


Asp Ala Leu 


Cys 


Leu 
230 


Val 


Leu 


Thr 


Lys Phe His 


lie 


Tyr 


Asn 


Leu 


Gly 






245 






Arg Ala Val 


Phe 


Tyr 
260 


Ala 


Ala 


Glu 


Leu Gin Arg 


Glu 


Arg 


He 


Val 


Tyr 






275 






He Leu Leu 


Asp 


Asp Arg 


Ala 


Pro 



Val 


Leu 


Phe 


Val 


Cys 


Leu 


Gly 




10 










15 


Glu 


Ala 


Val 


Phe 


Arg 


Lys 


Leu 




25 










30 


Asn 


Trp 


Arg Val 


Asp 


Ser 


Ala 




40 










45 


Asn 


Pro 


Pro 


Asp 


Tyr Arg 


Gly 




55 










60 


lie 


Pro 


Met 


Ser 


His 


Val 


Ala 




70 










75 



Asn 


Ser Leu 


Leu 


Leu 


Lys 


Ala 




10 








15 


Leu 


Cys Asp 


Lys 


Gin 


Pro 


He 




25 








30 


Cys 


Asp Thr 


Lys 


Pro 


Thr 


Leu 




40 








45 


Ala 


Val Ala 


Glu 


Tyr 


Glu 


Val 




55 








60 


Cys 


Gly Leu 


Ser 


He 


Leu Asp 




70 








75 


Ala 


Pro Leu 


Pro 


Glu 


He 


Pro 




85 








90 


Leu 


Gly Leu 


Lys 


Glu 


Glu 


Asn 




100 








105 


Cys 


Thr Arg Val 


Ala 


His 


Asn 




115 








120 


Glu 


Tyr Gin 


Glu 


Ser 


Pro 


Tyr 




130 








135 


Trp 


Leu Glu 


Arg 


Gin 


Pro 


Val 




145 








150 


Arg Val Leu 


Gly Lys 


Gly Gly 




160 








165 


Val 


Arg Ala 


Thr 


Gly 


Lys 


Met 




175 








180 


Lys 


Arg He 


Lys 


Lys 


Arg 


Thr 




190 








195 


Lys 


Arg He 


Leu 


Glu 


Lys 


Val 




205 








210 


Ala 


Tyr Ala 


Tyr 


Glu 


Thr 


Lys 




220 








225 


He 


Met Asn Gly Gly Asp Leu 




235 








240 


Asn 


Pro Gly Phe Asp Glu Gin 




250 








255 


Leu 


Cys Cys 


Gly Leu 


Glu 


Asp 




265 








270 


Arg Asp Leu 


Lys 


Pro 


Glu 


Asn 




280 








285 


Glu 


Val Val 


Asn 


Asn 


Glu 


Lys 
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290 






Tyr 


Thr 


Phe 


Ser 


Pro 
305 


Asp 


Trp 


Glu 


Met 


He 


Gin Gly His 


Ser 










320 






Val 


Lys 


Trp 


Glu 


Glu 
335 


Val 


Asp 


Glu 


Tyr 


Ser 


Glu 


Lys 
350 


Phe 


Ser 


Met 


Met 


He 


Glu 


Ser 
365 


Gly 


Cys 


Ser 


GlU 


Glu 


Ala 


Leu 
380 


Pro 


Leu 


Pro 


Val 


Ser 


Arg 


Pro 
395 


Asn 


Arg 


Arg 


Gly 


Gly 


Cys 


Leu 
410 


Thr 


Met 


Pro 


Lys 


Gin 


Cys 













295 










300 


Trp Gly Leu Gly Cys Leu He 


Tyr 






310 










315 


Pro 


Phe 


Lys 
325 


Lys 


Tyr 


Lys 


Glu 


Lys 
330 


Gin 


Arg 


He 
340 


Lys 


Asn 


Asp 


Thr 


Glu 
345 


Glu 


Asp 


Ala 
355 


Lys 


Ser 


He 


Cys 


Arg 
360 


Phe 


Lys 


Asp 
370 


He 


Asn 


Lys 


Ser 


Glu 
375 


Asp 


Leu 


Asp 
385 


Lys 


Asn 


He 


His 


Thr 
390 


Gly 


Phe 


Phe 


Tyr Arg 


Leu 


Phe 


Arg 






400 










405 


Val 


Pro 


Ser 
415 


Glu 


Lys 


Glu 


Val 


Glu 
420 



<210> 15 
<211> 2091 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 7523799CD1 



<400> 15 








Met Glu 


Pro 


Gly Arg Gly Ala 


1 






5 




Arg Ala 


Lys 


Ala 


Ala Arg 


Pro 








20 




Ser Val 


Val 


Glu 


Ser Asp 


Gin 








35 




Ala Glu 


Ala 


Pro 


Gly Pro 


Gin 








50 




Val Leu 


Leu 


Leu 


Cys Lys 


Thr 








65 




Arg Gly 


Arg 


Pro 


Ala Ala 


Pro 








80 




Pro Gly 


Ala 


Pro 


Gly Ala 


Pro 








95 




Gly Thr 


Gin 


Glu 


Pro Gly Pro 








110 




Thr Ala 


Pro 


Ala 


Pro Asp 


Gly 








125 




Thr Val 


Arg 


Lys 


Glu Asp 


Glu 








140 




Pro Gly 


Arg 


Thr 


Arg Arg 


Asp 








155 




Glu Asp 


Asp 


Leu 


Lys Ala 


Val 








170 




Leu Lys 


Phe 


Asp 


He Glu 


Leu 








185 




Tyr Lys 


Gly Leu Asp Thr Glu 








200 




Glu Leu 


Gin 


Asp 


Arg Lys 


Leu 








215 




Lys Glu 


Glu 


Ala 


Glu Met 


Leu 








230 




Val Arg 


Phe 


Tyr Asp Phe 


Trp 



Gly 


Pro Ala 


Gly Met Ala Glu Pro 




10 


15 


Gly 


Pro Gin 


Arg Phe Leu Arg Arg 




25 


30 


Glu 


Glu Pro 


Pro Gly Leu Glu Ala 




40 


45 


Pro 


Pro Gin 


Pro Leu Gin Arg Arg 




55 


60 


Arg Arg Leu 


He Ala Glu Arg Ala 




70 


75 


Ala 


Pro Ala 


Ala Leu Val Ala Gin 




85 


90 


Ala 


Asp Ala 


Gly Pro Glu Pro Val 




100 


105 


Asp 


Pro He 


Ala Ala Ala Val Glu 




115 


120 


Gly 


Pro Arg 


Glu Glu Ala Ala Ala 




130 


135 


Gly Ala Ala 


Glu Ala Lys Pro Glu 




145 


150 


Glu 


Pro Glu 


Glu Glu Glu Asp Asp 




160 


165 


Ala 


Thr Ser 


Leu Asp Gly Arg Phe 




175 


180 


Gly Arg Gly Ser Phe Lys Thr Val 




190 


195 


Thr 


Trp Val 


Glu Val Ala Trp Cys 




205 


210 


Thr 


Lys Leu Glu Arg Gin Arg Phe 




220 


225 


Lys 


Gly Leu Gin His Pro Asn He 




235 


240 


Glu 


Ser Ser 


Ala Lys Gly Lys Arg 



10/102 



WO 2004/042022 



PCI7US2003/034809 



245 250 255 

Cys He Val Leu Val Thr Glu Leu Met Thr Ser Gly Thr Leu Lys 
260 265 270 

Thr Tyr Leu Lys Arg Phe Lys Val Met Lys Pro Lys Val Leu Arg 
275 280 285 

Ser Trp Cys Arg Gin He Leu Lys Gly Leu Leu Phe Leu His Thr 
2 90 295 300 

Arg Thr Pro Pro He He His Arg Asp Leu Lys Cys Asp Asn He 
305 310 315 

Phe He Thr Gly Pro Thr Gly Ser Val Lys He Gly Asp Leu Gly 
320 325 330 

Leu Ala Thr Leu Lys Arg Ala Ser Phe Ala Lys Ser Val He Gly 
335 340 345 

Thr Pro Glu Phe Met Ala Pro Glu Met Tyr Glu Glu His Tyr Asp 
350 355 360 

Glu Ser Val Asp Val Tyr Ala Phe Gly Met Cys Met Leu Glu Met 
365 370 375 

Ala Thr Ser Glu Tyr Pro Tyr Ser Glu Cys Gin Asn Ala Ala Gin 
380 385 390 

He Tyr Arg Lys Val Thr Cys Gly He Lys Pro Ala Ser Phe Glu 
395 400 405 

Lys Val His Asp Pro Glu He Lys Glu He He Gly Gly Cys He 
410 415 420 

Cys Lys Asn Lys Glu Glu Arg Tyr Glu He Lys Asp Leu Leu Ser 
425 430 435 

His Ala Phe Phe Ala Glu Asp Thr Gly Val Arg Val Glu Leu Ala 
440 445 450 

Glu Glu Asp His Gly Arg Lys Ser Thr He Ala Leu Arg Leu Trp 
455 460 *" 465 

Val Glu Asp Pro Lys Lys Leu Lys Gly Lys Pro Lys Asp Asn Gly 
470 475 ^ 480 

Ala He Glu Phe Thr Phe Asp Leu Glu Lys Glu Thr Pro Asp Glu 
485 490 495 

Val Ala Gin Glu Met He Glu Ser Gly Phe Phe His Glu Ser Asp 
500 505 510 

Val Lys He Val Ala Lys Ser He Arg Asp Arg Val Ala Leu He 
515 520 525 

Gin Trp Arg Arg Glu Arg He Trp Pro Ala Leu Gin Pro Lys Glu 
530 535 540 

Gin Gin Asp Val Gly Ser Pro Asp Lys Ala Arg Gly Pro Pro Val 
545 550 555 

Pro Leu Gin Val Gin Val Thr Tyr His Ala Gin Ala Gly Gin Pro 
560 565 ~ 570 

Gly Pro Pro Glu Pro Glu Glu Pro Glu Ala Asp Gin His Leu Leu 
575 580 585 

Pro Pro Thr Leu Pro Thr Ser Ala Thr Ser Leu Ala Ser Asp Ser 
590 595 600 

Thr Phe Asp Ser Gly Gin Gly Ser Thr Val Tyr Ser Asp Ser Gin 
605 610 615 

Ser Ser Gin Gin Ser Val Met Leu Gly Ser Leu Ala Asp Ala Ala 
620 625 630 

Pro Ser Pro Ala Gin Cys Val Cys Ser Pro Pro Val Ser Glu Gly 
635 640 645 

Pro Val Leu Pro Gin Ser Leu Pro Ser Leu Gly Ala Tyr Gin Gin 
650 655 " 660 

Pro Thr Ala Ala Pro Gly Leu Pro Val Gly Ser Val Pro Ala Pro 
665 670 675 

Ala Cys Pro Pro Ser Leu Gin Gin His Phe Pro Asp Pro Ala Met 
680 685 690 

Ser Phe Ala Pro Val Leu Pro Pro Pro Ser Thr Pro Met Pro Thr 
695 700 705 

Gly Pro Gly Gin Pro Ala Pro Pro Gly Gin Gin Pro Pro Pro Leu 
710 715 720 
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Ala 


tjiri 


Pro Thr 


Pro 


Leu Pro 


Gin 


Val 


Leu 


Ala Pro 


Gin 


Pro Val 








725 








730 






735 


vai 


Pro 


Leu Gin 


Pro 


Val Pro 


Pro 


His 


Leu 


Pro Pro 


Tyr 


Leu Ala 




Ala 




740 








745 




750 


Pro 


Ser Gin 


Val 


Gly Ala 


Pro 


Ala 


Gin 


Leu Lys 


Pro 


Leu Gin 








755 








760 




765 


Met 


Pro 


Gin Ala 


Pro 


Leu Gin 


Pro 


Leu 


Ala 


Gin Val 


Pro 


Pro Gin 








770 








775 






780 


Met 


Pro 


Pro He 


Pro 


Val Val 


Pro 


Pro 


He 


Thr Pro 


Leu 


Ala Gly 








785 








790 






795 


He Asp Gly Leu Pro 


Pro Ala 


Leu 


Pro 


Asp 


Leu Pro 


Thr 


Ala Thr 


Val 






800 








805 






810 


Pro 


Pro Met 


Pro 


Pro Pro 


Gin 


Tyr 


Phe 


Ser Pro 


Ala 


Val He 








815 








820 






825 


Leu 


Pro 


Ser Leu 


Ala 


Ala Pro 


Leu 


Pro 


Pro 


Ala Ser 


Pro 


Ala Leu 








830 








835 






840 


Pro 


Leu 


Gin Ala 


Val 


Lys Leu 


Pro 


His 


Pro 


Pro Gly Ala 


Pro Leu 


Ala 






845 








850 






855 


Met 


Pro Cys 


Arg 


Thr He 


Val 


Pro 


Asn 


Ala Pro 


Ala 


Thr He 








860 








865 






870 


Pro 


Leu 


Leu Ala 


Val 


Ala Pro 


Pro 


Gly Val 


Ala Ala 


Leu 


Ser He 


His 






875 








880 






885 


Ser 


Ala Val 


Ala 


Gin Leu 


Pro 


Gly 


Gin 


Pro Val 


Tyr 


Pro Ala 


Ala 






890 








895 




900 


Phe 


Pro Gin 


Met 


Ala Pro 


Thr 


Asp 


Val 


Pro Pro 


Ser 


Pro His 


His 


Thr 




905 








910 






915 


Val Gin 


Asn 


Met Arg 


Ala 


Thr 


Pro 


Pro Gin 


Pro 


Ala Leu 








920 








925 






930 


Pro 


Pro 


Gin Pro 


Thr 


Leu Pro 


Pro 


Gin 


Pro 


Val Leu 


Pro 


Pro Gin 




Thr 




935 








940 






945 


Pro 


Leu Pro 


Pro 


Gin Pro 


Val 


Leu 


Pro 


Pro Gin 


Pro 


Thr Arg 






Gin Pro 


950 








955 






960 


Pro 


Pro 


Val 


Leu Pro 


Pro 


Gin 


Pro 


Met Leu 


Pro 


Pro Gin 








965 








970 






975 


Pro 


Val 


Leu Pro 


Pro 


Gin Pro 


Ala 


Leu 


Pro 


Val Arg 


Pro 


Glu Pro 




Gin 




980 








985 




990 


Leu 


Pro His 


Leu 


Pro Glu 


Gin 


Ala 


Ala 


Pro Ala 


Ala 


Thr Pro 


Gly 






995 






1000 






1005 


Ser 


Gin He 


Leu 


Leu Gly His 


Pro 


Ala 


Pro Tyr Ala 


Val Asp 


Val 




1010 






1015 






1020 


Ala 


Ala Gin 


Val 


Pro Thr 


Val 


Pro 


Val 


Pro Pro 


Ala 


Ala Val 


Leu 




1025 






1030 






1035 


Ser 


Pro Pro 


Leu 


Pro Glu 


Val 


Leu 


Leu 


Pro Ala 


Ala 


Pro Glu 






1040 






1045 






1050 


Leu 


Leu 


Pro Gin 


Phe 


Pro Ser 


Ser 


Leu 


Ala 


Thr Val 


Ser 


Ala Ser 


Val 




1055 






1060 






1065 


Gin 


Ser Val 


Pro 


Thr Gin 


Thr 


Ala 


Thr 


Leu Leu 


Pro 


Pro Ala 


Asn 




1070 






1075 






1080 


Pro 


Pro Leu 


Pro 


Gly Gly 


Pro 


Gly 


He 


Ala Ser 


Pro 


Cys Pro 


Thr 




1085 






1090 






1095 


Val 


Gin Leu 


Thr 


Val Glu 


Pro 


Val 


Gin 


Glu Glu 


Gin 


Ala Ser 


Gin 




1100 






1105 






1110 


Asp 


Lys Pro 


Pro 


Gly Leu 


Pro 


Gin 


Ser 


Cys Glu 


Ser Tyr Gly 


Gly 




1115 






1120 






1125 


Ser Asp Val 


Thr 


Ser Gly Lys 


Glu 


Leu 


Ser Asp 


Ser 


Cys Glu 






1130 






1135 




1140 


Gly Ala Phe Gly Gly Gly Arg Leu Glu Gly Arg Ala Ala 


Arg Lys 


His 


His 


1145 






1150 






1155 


Arg Arg 


Ser 


Thr Arg Ala Arg Ser Arg Gin Glu Arg Ala 


Ser 




1160 






1165 






1170 


Arg 


Pro Arg 


Leu 


Thr He 


Leu 


Asn 


Val 


Cys Asn 


Thr 


Gly Asp 


Lys 




1175 






1180 






1185 


Met 


Val Glu 


Cys 


Gin Leu 


Glu 


Thr 


His . 


Asn His 


Lys 


Met Val 
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1190 1195 1200 

Thr Phe Lys Phe Asp Leu Asp Gly Asp Ala Pro Asp Glu lie Ala 
1205 1210 1215 

Thr Tyr Met Val Glu His Asp Phe He Leu Gin Ala Glu Arg Glu 
1220 122 5 1230 

Thr Phe He Glu Gin Met Lys Asp Val Met Asp Lys Ala Glu Asp 
1235 1240 1245 

Met Leu Ser Glu Asp Thr Asp Ala Asp Arg Gly Ser Asp Pro Gly 
1250 1255 1260 

Thr Ser Pro Pro His Leu Ser Thr Cys Gly Leu Gly Thr Gly Glu 
1265 1270 1275 

Glu Ser Arg Gin Ser Gin Ala Asn Ala Pro Val Tyr Gin Gin Asn 
1280 1285 1290 

Val Leu His Thr Gly Lys Arg Trp Phe He He Cys Pro Val Ala 
1295 1300 1305 

Glu His Pro Ala Pro Glu Ala Pro Glu Ser Ser Pro Pro Leu Pro 
1310 1315 1320 

Leu Ser Ser Leu Pro Pro Glu Ala Ser Gin Asp Ser Ala Pro Tyr 
1325 1330 1335 

Lys Asp Gin Leu Ser Ser Lys Glu Gin Pro Ser Phe Leu Ala Ser 
1340 1345 1350 

Gin Gin Leu Leu Ser Gin Ala Gly Pro Ser Asn Pro Pro Gly Ala 
1355 1360 1365 

Pro Pro Ala Pro Leu Ala Pro Ser Ser Pro Pro Val Thr Ala Leu 
1370 1375 1380 

Pro Gin Asp Gly Ala Ala Pro Ala Thr Ser Thr Met Pro Glu Pro 
1385 1390 1395 

Ala Ser Gly Thr Ala Ser Gin Ala Gly Gly Pro Gly Thr Pro Gin 
1400 1405 1410 

Gly Leu Thr Ser Glu Leu Glu Thr Ser Gin Pro Leu Ala Glu Thr 
1415 1420 1425 

His Glu Ala Pro Leu Ala Val Gin Pro Leu Val Val Gly Leu Ala 
1430 1435 ~ 1440 

Pro Cys Thr Pro Ala Pro Glu Ala Ala Ser Thr Arg Asp Ala Ser 
1445 1450 1455 

Ala Pro Arg Glu Pro Leu Pro Pro Pro Ala Pro Glu Pro Ser Pro 
1460 1465 1470 

His Ser Gly Thr Pro Gin Pro Ala Leu Gly Gin Pro Ala Pro Leu 
1475 1480 1485 

Leu Pro Ala Ala Val Gly Ala Val Ser Leu Ala Thr Ser Gin Leu 
1490 1495 1500 

Pro Ser Pro Pro Leu Gly Pro Thr Val Pro Pro Gin Pro Pro Ser 
1505 1510 1515 

Ala Leu Glu Ser Asp Gly Glu Gly Pro Pro Pro Arg Val Gly Phe 
1520 1525 ~ 1530 

Val Asp Ser Thr He Lys Ser Leu Asp Glu Lys Leu Arg Thr Leu 
1535 1540 ~ 1545 

Leu Tyr Gin Glu His Val Pro Thr Ser Ser Ala Ser Ala Gly Thr 
, . 1550 1555 1560 

Pro Val Glu Val Gly Asp Arg Asp Phe Thr Leu Glu Pro Leu Arg 
1565 1570 1575 

Gly Asp Gin Pro Arg Ser Glu Val Cys Gly Gly Asp Leu Ala Leu 
1580 1585 1590 

Pro Pro Val Pro Lys Glu Ala Val Ser Gly Arg Val Gin Leu Pro 
1595 1600 1605 

Gin Pro Leu Val Glu Lys Ser Glu Leu Ala Pro Thr Arg Gly Ala 
1610 1615 " 1620 

Val Met Glu Gin Gly Thr Ser Ser Ser Met Thr Ala Glu Ser Ser 
1625 1630 1635 

Pro Arg Ser Met Leu Gly Tyr Asp Arg Asp Gly Arg Gin Val Ala 
i640 1645 1650 

Ser Asp Ser His Val Val Pro Ser Val Pro Gin Asp Val Pro Ala 
1655 1660 1665 
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Phe Val Arg Pro Ala Arg Val G lu Pro Thr Asp Arg Asp Gly Gly 
1670 1675 1680 

Glu Ala Gly Glu Ser Ser Ala Glu Pro Pro Pro Ser Asp Met Gly 
1685 1690 1695 

Thr Val Gly Gly Gin Ala Ser His Pro Gin Thr Leu Gly Ala Arg 
1700 1705 1710 

Ala Leu Gly Ser Pro Arg Lys Arg Pro Glu Gin Gin Asp Val Ser 
1715 1720 1725 

Ser Pro Ala Lys Thr Val Gly Arg Phe Ser Val Val Ser Thr Gin 
, 1730 17 35 1740 

Asp Glu Trp Thr Leu Ala Ser Pro His Ser Leu Arg Tyr Ser Ala 
1745 1750 1755 

Pro Pro Asp Val Tyr Leu Asp Glu Ala Pro Ser Ser Pro Asp Val 
1760 1765 1770 

Lys Leu Ala Val Arg Arg Ala Gin Thr Ala Ser Ser He Glu Val 
1775 1780 1785 

Gly Val Gly Glu Pro Val Ser Ser Asp Ser Gly Asp Glu Gly Pro 
1790 1795 1800 

Arg Ala Arg Pro Pro Val Gin Lys Gin Ala Ser Leu Pro Val Ser 
1805 1810 1815 

Gly Ser Val Ala Gly Asp Phe Val Lys Lys Ala Thr Ala Phe Leu 
1820 1825 1830 

Gin Arg Pro Ser Arg Ala Gly Ser Leu Gly Pro Glu Thr Pro Ser 
1835 1840 1845 

Arg Val Gly Met Lys Val Pro Thr He Ser Val Thr Ser Phe His 
1850 1855 1860 

Ser Gin Ser Ser Tyr He Ser Ser Asp Asn Asp Ser Glu Leu Glu 
1865 1870 1875 

Asp Ala Asp He Lys Lys Glu Leu Gin Ser Leu Arg Glu Lys His 
1880 1885 1890 

Leu Lys Glu He Ser Glu Leu Gin Ser Gin Gin Lys Gin Glu He 

^ 1895 I 900 1905 

Glu Ala Leu Tyr Arg Arg Leu Gly Lys Pro Leu Pro Pro Asn Val 
1910 1915 lg20 

Gly Phe Phe His Thr Ala Pro Pro Thr Gly Arg Arg Arg Lys Thr 
1925 1930 " 1935 

Ser Lys Ser Lys Leu Lys Ala Gly Lys Leu Leu Asn Pro Leu Val 
1940 1945 1950 

Arg Gin Leu Lys Val Val Ala Ser Ser Thr Gly Ser Ser Thr Ser 
1955 I960 1965 

Ser Leu Ala Pro Gly Pro Glu Pro Gly Pro Gin Pro Ala Leu His 
1970 1975 198Q 

Val Gin Ala Gin Val Asn Asn Ser Asn Asn Lys Lys Gly Thr Phe 
1985 1990 ' 1995 

Thr Asp Asp Leu His Lys Leu Val Asp Glu Trp Thr Ser Lys Thr 
2000 2005 2010 

Val Gly Ala Ala Gin Leu Lys Pro Thr Leu Asn Gin Leu Lys Gin 
2015 2020 2025 

Thr Gin Lys Leu Gin Asp Met Glu Ala Gin Ala Gly Trp Ala Ala 
2030 2035 2040 

Pro Gly Glu Ala Arg Ala Met Thr Ala Pro Arg Ala Gly Val Gly 
2045 2050 2055 

Met Pro Arg Leu Pro Pro Ala Pro Gly Pro Leu Ser Thr Thr Val 
2060 2065 2070 

He Pro Gly Ala Ala Pro Thr Leu Ser Val Pro Thr Pro Asp Pro 
2075 2080 onR* 

Glu Ser Glu Lys Pro Asp 
2090 

<210> 16 

<211> 269 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> mis cofeature 

<223> Incyte ID No: 7521743CD1 

<400> 16 

Met Ala Gly Ala Gly Gly Gly Asn Asp lie Gin Trp Cys Phe Ser 

Gin Val Lys Gly Ala Val Asp Asp Asp Val Ala Glu Ala Asp lie 
20 25 30 

lie Ser Thr Val Glu Phe Asn His Ser Gly Glu Leu Leu Ala Thr 

~ n » 35 40 45 

Gly Asp Lys Gly Gly Arg Val Val He Phe Gin Gin Glu Gin Glu 

50 55 60 
Asn Lys He Gin Ser His Ser Arg Gly Glu Tyr Asn Val Tyr Ser 

65 70 75 

Thr Phe Gin Ser His Glu Pro Glu Phe Asp Tyr Leu Lys Ser Leu 

80 85 on 

Glu He Glu Glu Lys He Asn Lys He Arg Trp Leu Pro Gin Lys 

95 100 105 

Asn Ala Ala Gin Phe Leu Leu Ser Thr Asn Asp Lys Thr He Lvs 

110 US 120 

Leu Trp Lys He Ser Glu Arg Asp Lys Arg Pro Glu Gly Tyr Asn 

125 130 135 

Leu Lys Glu Glu Asp Gly Arg Tyr Arg Asp Pro Thr Thr Val Thr 

_. 140 145 150 

Thr Leu Arg Val Pro Val Phe Arg Pro Met Asp Leu Met Val Glu 
„ 155 160 165 

Ala Ser Pro Arg Arg He Phe Ala Asn Ala His Thr Tyr His He 

170 175 180 

Asn Ser He Ser He Asn Ser Asp Tyr Glu Thr Tyr Leu Ser Ala 

185 190 195 

Asp Asp Leu Arg He Asn Leu Trp His Leu Glu He Thr Asp Arg 

200 205 210 

Ser Phe Asn He Val Asp He Lys Pro Ala Asn Met Glu Glu Leu 

215 220 ooq 

Thr Glu Val He Thr Ala Ala Glu Phe His Pro Asn Ser Cys Asn 

230 235 o/in 

Thr Phe Val Tyr Ser Ser Ser Lys Gly Thr lie Arg Leu Cys Asp 
™ x. * , 245 250 ~ 255 

Met Arg Ala Ser Ala Leu Cys Asp Arg His Ser Lys Cys Ala 

26 ° 265 

<210> 17 

<211> 140 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522317CD1 



<400> 17 

Met Val Gin Ala His Gly Gly Arg Ser Arg Ala Gin Pro Leu Thr 

Leu Ser Leu Gly Ala Ala Met Thr Gin Pro Pro Pro Glu Lys Thr 

Pro Ala Lys Lys His Val Arg Leu Gin Glu Arg Thr His Leu Leu 

40 /c 
Cys Glu His Thr Pro Gly Gly His Pro Thr Leu Ser Ala His Cys" 

Trp Thr Pro Pro Tyr Pro Leu Gly Pro Ser Ala Pro Ala Thr G^n 

5 70 nc 

Pro Gin Ala Pro Gly Arg Arg He Leu Glu Asp Pro Ser Lys Leu 
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80 85 90 

Cys Gin Pro Arg Arg Pro Gly His Pro Trp Pro Arg Leu Gin Gly 
55 100 105 

Pro lie Gin Asp His Leu Ala Lys Ser Pro Glu Pro Cys Leu Ser 
HO 115 120 

Arg Pro Gly Thr Glu Pro Gly Gly Arg Arg Leu His Gin Cys Gin 
125 130 135 

Leu His Pro Arg Leu 
140 

<210> 18 

<211> 264 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522400CD1 



<400> 18 



Met 


Glu 


Asn 


Phe 


Gin 


Lys 


Val 


Glu 


Lys 


He Gly Glu Gly Thr Tyr 


1 








5 










10 






15 


Gly Val 


Val 


Tyr 


Lys 


Ala 


Arg Asn Lys 


Leu Thr Gly Glu Val Val 










20 










25 






30 


Ala 


Leu 


Lys 


Lys 


lie Arg 


Leu Asp 


Thr 


Glu 


Thr 


Glu 


Gly Val Pro 










35 










40 






45 


Ser 


Thr 


Ala 


He 


Arg Glu 


He 


Ser 


Leu 


Leu 


Lys 


Glu 


Leu Asn His 










50 










55 






60 


Pro 


Asn 


He 


Val 


Lys 


Leu 


Leu Asp Val 


He 


His 


Thr 


Glu Asn Lys 










65 










70 






75 


Leu 


Tyr 


Leu 


Val 


Phe 
80 


Glu 


Phe 


Leu 


His 


Gin 
85 


Asp 


Leu 


Lys Lys Phe 
90 


Met 


Asp 


Ala 


Ser 


Ala 
95 


Leu 


Thr 


Gly 


He 


Pro 
100 


Leu 


Pro 


Leu He Lys 
105 


Ser 


Tyr 


Leu 


Phe 


Gin 


Leu 


Leu Gin Gly 


Leu 


Ala 


Phe 


Cys His Ser 


His 








110 










115 






120 


Arg Val 


Leu 


His 


Arg 


Asp 


Leu Lys 


Pro 


Gin 


Asn 


Leu Leu He 










125 










130 






135 


Asn 


Thr 


Glu 


Gly Ala 


He 


Lys 


Leu 


Ala 


Asp Phe Gly Leu Ala Arg 










140 










145 






150 


Ala 


Phe 


Gly Val 


Pro 


Val 


Arg 


Thr 


Tyr 


Thr 


His 


Glu 


Val Thr Arg 










155 










160 






165 


Arg Ala 


Leu 


Phe 


Pro 


Gly 


Asp 


Ser 


Glu 


He 


Asp 


Gin 


Leu Phe Arg 


lie 








170 










175 






180 


Phe Arg Thr Leu Gly 


Thr 


Pro 


Asp 


Glu 


Val 


Val 


Trp Pro Gly 


Val 








185 










190 






195 


Thr 


Ser 


Met 


Pro 
200 


Asp 


Tyr 


Lys 


Pro 


Ser 
205 


Phe 


Pro 


Lys Trp Ala 
210 


Arg Gin Asp 


Phe 


Ser 


Lys 


Val 


Val 


Pro 


Pro 


Leu 


Asp 


Glu Asp Gly 










215 










220 






225 


Arg 


Ser 


Leu 


Leu 


Ser 


Gin 


Met 


Leu 


His 


Tyr 


Asp 


Pro 


Asn Lys Arg 


lie 








230 










235 






240 


Ser 


Ala 


Lys 


Ala 


Ala 


Leu 


Ala 


His 


Pro 


Phe 


Phe 


Gin Asp Val 


Thr 








245 










250 






255 


Lys 


Pro 


Val 


Pro 


His 


Leu Arg Leu 


















260 



















<210> 19 
<211> 459 
<212> PRT 

<213> Homo sapiens 
<220> 
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<221> misc_feature 

<223> Incyte ID No: 7523524CD1 

<400> 19 

Met Val Gin Lys Lys Pro Ala Glu Leu Gin Gly Phe His Arg Ser 
1 5 10 15 

Phe Lys Gly Gin Asn Pro Phe Glu Leu Ala Phe Ser Leu Asp Gin 
20 25 30 

Pro Asp His Gly Asp Ser Asp Phe Gly Leu Gin Cys Ser Ala Arg 
35 40 45 

Pro Gly Glu Gly Pro Glu Gly Glu Glu Gly Thr Gly Gin Leu Leu 
50 55 60 

Ser Leu Pro Trp Gin Trp Pro Ala Pro Ala Gly Gly Trp Gly Pro 
65 70 75 

Ala Gly Gin Gly His Val Leu Ser Pro Leu Gly Val Pro Pro Gly 
80 85 90 

Thr Asp Met Pro Ala Ser Gin Pro lie Asp lie Pro Asp Ala Lys 
95 100 105 

Lys Arg Gly Lys Lys Lys Lys Arg Gly Arg Ala Thr Asp Ser Phe 

HO 115 120 

Ser Gly Arg Phe Glu Asp Val Tyr Gin Leu Gin Glu Asp Val Leu 

125 130 135 

Gly Glu Gly Ala His Ala Arg Val Gin Thr Cys lie Asn Leu lie 

140 145 150 

Thr Ser Gin Glu Tyr Ala Val Lys He He Glu Lys Gin Pro Gly 

155 160 165 

Hxs He Arg Ser Arg Val Phe Arg Glu Val Glu Met Leu Tyr Gin 

170 175 180 

Cys Gin Gly His Arg Asn Val Leu Glu Leu He Glu Phe Phe Glu 

185 190 195 

Glu Glu Asp Arg Phe Tyr Leu Val Phe Glu Lys Met Arg Gly Gly 

200 205 210 

Ser He Leu Ser His He His Lys Arg Arg His Phe Asn Glu Leu 

215 220 225 

Glu Ala Ser Val Val Val Gin Asp Val Ala Ser Ala Leu Asp Phe 

230 235 240 

Leu His Asn Lys Gly He Ala His Arg Asp Leu Lys Pro Glu Asn 

245 250 255 

He Leu Cys Glu His Pro Asn Gin Val Ser Pro Val Lys He Cys 

260 265 ~ 270 

Asp Phe Asp Leu Gly Ser Gly He Lys Leu Asn Gly Asp Cys Ser 

275 280 ~ 285 

Pro He Ser Thr Pro Glu Leu Leu Thr Pro Cys Gly Ser Ala Glu 

290 295 300 

Tyr Met Ala Pro Glu Val Val Glu Ala Phe Ser Glu Glu Ala Ser 

305 310 315 

He Tyr Asp Lys Arg Cys Asp Leu Trp Ser Leu Gly Val He Leu 

320 325 330 

Tyr He Leu Leu Ser Gly Tyr Pro Pro Phe Val Gly Arg Cys Gly 

335 340 345 

Ser Asp Cys Gly Trp Asp Arg Gly Glu Ala Cys Pro Ala Cys Gin 

350 355 360 

Asn Met Leu Phe Glu Ser He Gin Glu Gly Lys Tyr Glu Phe Pro 

365 370 375 

Asp Lys Asp Trp Ala His He Ser Cys Ala Ala Lys Asp Leu He 

380 385 390 

Ser Lys Leu Leu Val Arg Asp Ala Lys Gin Arg Leu Ser Ala Ala 

395 400 405 

Gin Val Leu Gin His Pro Trp Val Gin Gly Cys Ala Pro Glu Asn 

410 415 420 

Thr Leu Pro Thr Pro Met Val Leu Gin Arg Trp Asp Ser His Phe 

425 430 435 

Leu Leu Pro Pro His Pro Cys Arg He His Val Arg Pro Gly Gly 
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440 445 450 

Leu Val Arg Thr Val Thr Val Asn Glu 
455 

<210> 20 

<211> 537 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523542CD1 

<400> 20 

Met Ala Gly Ala Ser Glu Leu Gly Thr Gly Pro Gly Ala Ala Gly 
1 5 10 15 

Gly Asp Gly Asp Asp Ser Leu Tyr Pro lie Ala Val Leu He Asp 
20 25 30 

Glu Leu Arg Asn Glu Asp Val Gin Pro Pro Leu Glu Asn Leu Ala 
35 40 45 

Thr Val Glu Glu Thr Val Val Arg Asp Lys Ala Val Glu Ser Leu 
50 55 60 

Arg Gin He Ser Gin Glu His Thr Pro Val Ala Leu Glu Ala Tyr 
65 70 75 

Phe Val Pro Leu Val Lys Arg Leu Ala Ser Gly Asp Trp Phe Thr 
80 85 90 

Ser Arg Thr Ser Ala Cys Gly Leu Phe Ser Val Cys Tyr Pro Arg 
95 100 " 105 

Ala Ser Asn Ala Val Lys Ala Glu He Arg Gin Gin Phe Arg Ser 
110 115 120 

Leu Cys Ser Asp Asp Thr Pro Met Val Arg Arg Ala Ala Ala Ser 
125 130 135 

Lys Leu Gly Glu Phe Ala Lys Val Leu Glu Leu Asp Ser Val Lys 
140 145 150 

Ser Glu He Val Pro Leu Phe Thr Ser Leu Ala Ser Asp Glu Gin 
155 160 165 

Asp Ser Val Arg Leu Leu Ala Val Glu Ala Cys Val Ser He Ala 
170 175 180 

Gin Leu Leu Ser Gin Asp Asp Leu Glu Thr Leu Val Met Pro Thr 
185 190 195 

Leu Arg Gin Ala Ala Glu Asp Lys Ser Trp Arg Val Arg Tyr Met 
200 205 210 

Val Ala Asp Arg Phe Ser Glu Leu Gin Lys Ala Met Gly Pro Lys 
215 220 ^ 225 

He Thr Leu Asn Asp Leu He Pro Ala Phe Gin Asn Leu Leu Lys 
230 235 240 

Asp Cys Glu Ala Glu Val Arg Ala Ala Ala Ala His Lys Val Lys 
245 250 255 

Glu Leu Gly Glu Asn Leu Pro He Glu Asp Arg Glu Thr He He 
260 265 270 

Met Asn Gin He Leu Pro Tyr He Lys Glu Leu Val Ser Asp Thr 
275 280 285 

Asn Gin His Val Lys Ser Ala Leu Ala Ser Val He Met Gly Leu 
290 295 300 

Ser Thr He Leu Gly Lys Glu Asn Thr He Glu His Leu Leu Pro 
305 310 315 

Leu Phe Leu Ala Gin Leu Lys Asp Glu Cys Pro Asp Val Arg Leu 
320 325 ~ 330 

Asn He He Ser Asn Leu Asp Cys Val Asn Glu Val He Gly He 
335 340 345 

Arg Gin Leu Ser Gin Ser Leu Leu Pro Ala He Val Glu Leu Ala 
350 355 360 

Glu Asp Ala Lys Trp Arg Val Arg Leu Ala He He Glu Tyr Met 
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Gin 








370 






375 


Leu Gly Val 


Glu 


Phe Phe Asp 


Glu 


Lys 










385 






390 


Met 


Ala 


Trp 


Leu 


Val 


Asp His Val 


Tyr 


Ala 


Thr 








400 






405 


Asn 


Asn 


Leu 


Met 


Lys Leu Val 


Gin 


Lys 


Ala 








415 




420 


Gin 


Asn 


Thr 


He 
430 


Val Pro Lys 


Val 


Leu 
435 


Pro 


Asn 


Tyr 


Leu 


His 
445 


Arg Met Thr 


Thr 


Leu 
450 


Leu 


Ser 


Glu 


Ala 


Cys 


Gly Gin Glu 


He 


Thr 




He 






460 






465 


Pro 


Val 


Leu 


Lys Met Ala Gly Asp Gin 


Phe 








475 






480 


Asn 


Val 


Ala 


Lys 


Ser Leu Gin 


Lys 


He 


Thr 








490 




495 


Asn 


Ala 


Leu 


Gin Gly Glu Val 


Lys 


Pro 


Gly 








505 




510 


Gin 


Asp 


Glu 


Asp 


Met Asp Val 


Lys 


Tyr 


He 








520 






525 


Ser 


Val 


Leu 


Ala 
535 


Leu Ala 







365 

Pro Leu Leu Ala Gly 
380 

Leu Asn Ser Leu Cys 
395 

He Arg Glu Ala Ala 
410 

Phe Gly Thr Glu Trp 
425 

Val Met Ala Asn Asp 
440 

Phe Cys He Asn Ala 
455 

Thr Lys Gin Met Leu 
470 

Val Ala Asn Val Arg 
485 

Gly Pro He Leu Asp 
500 

Val Leu Gin Lys Leu 
515 

Phe Ala Gin Glu Ala 
530 

<210> 21 

<211> 586 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7523546CD1 

<400> 21 

Met Ser Arg Glu Ser Asp Val Glu Ala Gin Gin Ser His Gly Ser 
1 5 10 15 

Ser Ala Cys Ser Gin Pro His Gly Ser Val Thr Gin Ser Gin Gly 
20 25 30 

Ser Ser Ser Gin Ser Gin Gly He Ser Ser Ser Ser Thr Ser Thr 
35 40 45 

Met Pro Asn Ser Ser Gin Ser Ser His Ser Ser Ser Gly Thr Leu 
50 55 60 

Ser Ser Leu Glu Thr Val Ser Thr Gin Glu Leu Tyr Ser He Pro 
65 70 75 

Glu Asp Gin Glu Pro Glu Asp Gin Glu Pro Glu Glu Pro Thr Pro 
80 85 90 

Ala Pro Trp Ala Arg Leu Trp Ala Leu Gin Asp Gly Phe Ala Asn 
95 100 ' 105 

Leu Glu Thr Glu Ser Gly His Val Thr Gin Ser Asp Leu Glu Leu 
HO 115 120 

Leu Leu Ser Ser Asp Pro Pro Ala Ser Ala Ser Gin Ser Ala Gly 
125 130 135 

He Arg Gly Val Arg His His Pro Arg Pro Val Cys Ser Leu Lys 
140 145 150 

Cys Val Asn Asp Asn Tyr Trp Phe Gly Arg Asp Lys Ser Cys Glu 
155 160 165 

Tyr Cys Phe Asp Glu Pro Leu Leu Lys Arg Thr Asp Lys Tyr Arg 
170 175 180 

Thr Tyr Ser Lys Lys His Phe Arg He Phe Arg Glu Val Gly Pro 
185 190 195 

Lys Asn Ser Tyr He Ala Tyr He Glu Asp His Ser Gly Asn Gly 
200 205 " 210 

Thr Phe Val Asn Thr Glu Leu Val Gly Lys Gly Lys Arg Arg Pro 
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215 220 225 

Leu Asn Asn Asn Ser Glu He Ala Leu Ser Leu Ser Arg Asn Lys 
230 235 240 

Val Phe Val Phe Phe Asp Leu Thr Val Asp Asp Gin Ser Val Tyr 
245 250 255 

Pro Lys Ala Leu Arg Asp Glu Tyr He Met Ser Lys Thr Leu Gly 
260 265 270 

Ser Gly Ala Cys Gly Glu Val Lys Leu Ala Phe Glu Arg Lys Thr 
275 280 285 

Cys Lys Lys Val Ala He Lys He He Ser Lys Arg Lys Phe Ala 
290 295 ~ 300 

He Gly Ser Ala Arg Glu Ala Asp Pro Ala Leu Asn Val Glu Thr 
305 310 315 

Glu He Glu He Leu Lys Lys Leu Asn His Pro Cys He He Lys 
32 0 325 330 

He Lys Asn Phe Phe Asp Ala Glu Asp Tyr Tyr He Val Leu Glu 
335 340 345 

Leu Met Glu Gly Gly Glu Leu Phe Asp Lys Val Val Gly Asn Lys 
350 355 360 

Arg Leu Lys Glu Ala Thr Cys Lys Leu Tyr Phe Tyr Gin Met Leu 
365 370 375 

Leu Ala Val Gin Tyr Leu His Glu Asn Gly He He His Arg Asp 
380 385 390 

Leu Lys Pro Glu Asn Val Leu Leu Ser Ser Gin Glu Glu Asp Cys 
395 400 405 

Leu He Lys He Thr Asp Phe Gly His Ser Lys He Leu Gly Glu 
410 415 420 

Thr Ser Leu Met Arg Thr Leu Cys Gly Thr Pro Thr Tyr Leu Ala 
425 430 435 

Pro Glu Val Leu Val Ser Val Gly Thr Ala Gly Tyr Asn Arg Ala 
440 445 450 

Val Asp Cys Trp Ser Leu Gly Val He Leu Phe He Cys Leu Ser 
455 460 465 

Gly Tyr Pro Pro Phe Ser Glu His Arg Thr Gin Val Ser Leu Lys 
470 475 480 

Asp Gin He Thr Ser Gly Lys Tyr Asn Phe He Pro Glu Val Trp 
485 490 495 

Ala Glu Val Ser Glu Lys Ala Leu Asp Leu Val Lys Lys Leu Leu 
500 505 510 

Val Val Asp Pro Lys Ala Arg Phe Thr Thr Glu Glu Ala Leu Arg 
515 520 525 

His Pro Trp Leu Gin Asp Glu Asp Met Lys Arg Lys Phe Gin Asp 
530 535 540 

Leu Leu Ser Glu Glu Asn Glu Ser Thr Ala Leu Pro Gin Val Leu 
545 550 555 

Ala Gin Pro Ser Thr Ser Arg Lys Arg Pro Arg Glu Gly Glu Ala 
560 565 570 

Glu Gly Ala Glu Thr Thr Lys Arg Pro Ala Val Cys Ala Ala Val 
575 580 585 

Leu 



<210> 22 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7523552CD1 

<400> 22 

Met Ser Gly Pro Arg Ala Gly Phe Tyr Arg Gin Glu Leu Asn Lys 
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1 






5 




Thr 


Val 


Trp 


Glu Val 


Pro Gin 








20 




Gly 


Ser 


Gly 


Ala Tyr 


Gly Ser 








35 




Leu 


Arg 


Gin 


Lys Val 


Ala Val 








50 




Ser 


Leu 


lie 


His Ala 


Arg Arg 








65 




Lys 


His 


Leu 


Lys His 


Glu Asn 








80 




Arg 


Arg 


Pro 


Glu Gin 


His Arg 








95 


Ala 


Arg 


Ser 


lie Pro 


Gly Leu 








110 


His 


Pro 


Leu 


Gly Arg Asp His 








125 




Arg 


Gly 


Cys 


Glu Arg Gly Leu 








140 





10 15 
Gin Gly Leu Arg Pro Val 

25 30 
Ser Ala Tyr Asp Ala Arg 

40 45 
Leu Ser Arg Pro Phe Gin 

55 60 
Arg Glu Leu Arg Leu Leu 

70 75 
Gly Asp His Pro Asp Gly 

85 90 
Pro Gly Ala Glu Arg Arg 
100 105 
Ala Ala Arg Ala Glu Val 
115 120 
Gly Pro Glu Ala Gin Gin 
130 135 



<210> 23 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> miscjEeature 

<223> Incyte ID No: 7523564CD1 

<400> 23 

Met Ser Gly Arg Arg Phe His Leu Ser Thr Thr Asp Arg Val lie 
1 5 io ~ 15 

Lys Ala Val Pro Phe Pro Pro Thr Gin Arg Leu Thr Phe Lys Glu 
20 25 30 

Val Phe Glu Asn Gly Lys Pro Lys yal Asp Val Leu Lys Asn His 
35 40 45 

Leu Val Lys Glu Gly Arg Leu Glu Glu Glu Val Ala Leu Lys He 
50 55 60 

He Asn Asp Gly Ala Ala He Leu Arg Gin Glu Lys Thr Met He 
65 70 & 75 

Glu Val Asp Ala Pro He Thr Val Cys Gly Asp He His Gly Gin 
80 85 90 

Phe Phe Asp Leu Met Lys Leu Phe Glu Val Gly Gly Ser Pro Ser 
95 100 ^ 105 

Asn Thr Arg Tyr Leu Phe Leu Gly Asp Tyr Val Asp Arg Gly Tyr 
HO 115 £ 120 

Phe Ser He Glu Cys Val Leu Tyr Leu Trp Ser Leu Lys He Asn 
125 130 ~ 135 

His Pro Lys Thr Leu Phe Leu Leu Arg Gly Asn His Glu Cys Arg 
140 145 150 

His Leu Thr Asp Tyr Phe Thr Phe Lys Gin Glu Cys Arg He Lys 
155 160 ~ ~ 165 

Tyr Ser Glu Gin Val Tyr Asp Ala Cys Met Glu Thr Phe Asp Cys 
170 175 180 

Leu Pro Leu Ala Ala Leu Leu Asn Gin Gin Phe Leu Cys Val His 
185 190 " 195 

Gly Gly Met Ser Pro Glu Val Thr Ser Leu Asp Asp He Arg Lys 
200 205 210 

Leu Asp Arg Phe Thr Glu Pro Pro Ala Phe Gly Pro Val Cys Asp 
215 220 225 

Leu Leu Trp Ser Asp Pro Ser Glu Asp Tyr Gly Asn Glu Lys Thr 
230 235 240 

Leu Glu His Tyr Thr His Asn Thr Val Arg Gly Cys Ser Tyr Phe 
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_ 245 250 255 

Tyr Ser Tyr Pro Ala Val Cys Glu Phe Leu Gin Asn Asn Asn Leu 

260 265 270 

Leu Ser lie He Arg Ala His Glu Ala Gin Asp Ala Gly Tyr Arg 

275 280 285 

Met Tyr Arg Lys Ser Gin Ala Thr Gly Phe Pro Ser Leu He Thr 
T1 „ p , 290 295 300 

He Phe Ser Ala Pro Asn Tyr Leu Asp Val Tyr Asn Asn Lys Glu 

305 310 315 

Ser Ala Thr His Ser Phe Asp Tyr Pro Gin 

320 325 

<210> 24 
<211> 488 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523572CD1 

<400> 24 

Met Ser Gly Arg Arg Phe His Leu Ser Thr Thr Asp Arg Val He 
1 5 10 ~ 15 

Lys Ala Val Pro Phe Pro Pro Thr Gin Arg Leu Thr Phe Lys Glu 
20 25 30 

Val Phe Glu Asn Gly Lys Pro Lys Val Asp Val Leu Lys Asn His 
35 40 45 

Leu Val Lys Glu Gly Arg Leu Glu Glu Glu Val Ala Leu Lys He 
50 55 60 

He Asn Asp Gly Ala Ala He Leu Arg Gin Glu Lys Thr Met He 
65 70 75 

Glu Val Asp Ala Pro He Thr Val Cys Gly Asp He His Gly Gin 
80 85 90 

Phe Phe Asp Leu Met Lys Leu Phe Glu Val Gly Gly Ser Pro Ser 
95 100 105 

Asn Thr Arg Tyr Leu Phe Leu Gly Asp Tyr Val Asp Arg Gly Tyr 
110 115 ~ 120 

Phe Ser He Glu Cys Val Leu Tyr Leu Trp Ser Leu Lys He Asn 
125 130 135 

His Pro Lys Thr Leu Phe Leu Leu Arg Gly Asn His Glu Cys Arg 
140 145 150 

His Leu Thr Asp Tyr Phe Thr Phe Lys Gin Glu Cys Arg He Lys 
155 160 165 

Cys Ser Glu Gin Val Tyr Asp Ala Cys Met Glu Thr Phe Asp Cys 
I 70 175 180 

Leu Pro Leu Ala Ala Leu Leu Asn Gin Gin Phe Leu Cys Val His 
185 190 ^ 195 

Gly Gly Met Ser Pro Glu He Thr Ser Leu Asp Asp He Arg Lys 
200 205 210 

Leu Asp Arg Phe Thr Glu Pro Pro Ala Phe Gly Pro Val Cys Asp 
215 220 225 

Leu Leu Trp Ser Asp Pro Ser Glu Asp Tyr Gly Asn Glu Lys Thr 
230 235 240 

Leu Glu His Tyr Thr His Asn Thr Val Arg Gly Cys Ser Tyr Phe 
245 250 255 

Tyr Ser Tyr Pro Ala Val Cys Glu Phe Leu Gin Asn Asn Asn Leu 
260 265 270 

Leu Ser He He Arg Ala His Glu Ala Gin Asp Ala Gly Tyr Arg 
275 280 285 

Met Tyr Arg Lys Ser Gin Ala Thr Gly Phe Pro Ser Leu He Thr 
290 295 300 

He Phe Ser Ala Pro Asn Tyr Leu Asp Val Tyr Asn Asn Lys Ala 
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305 310 315 

Ala Val Leu Lys Tyr Glu Asn A sn Val Met Asn He Arg Gin Phe 

320 325 330 

Asn Cys Ser Pro His Pro Tyr Trp Leu Pro Asn Phe Met Asp Val 

335 340 345 

Phe Thr Trp Ser Leu Pro Phe Val Gly Glu Lys Gly Ser Thr Thr 

350 355 360 

Val Arg Lys Glu He He Arg Asn Lys He Arg Ala Val Gly Lys 

365 370 375 

Met Ala Arg Val Phe Ser He Leu Arg Gin Glu Ser Glu Ser Val 

mu . 380 385 390 

Leu Thr Leu Lys Gly Leu Thr Pro Thr Gly Thr Leu Pro Leu Gly 

395 400 405 

Val Leu Ser Gly Gly Lys Gin Thr He Glu Thr Ala Thr Val Glu 

410 415 420 

Ala Val Glu Ala Arg Glu Ala He Arg Gly Phe Ser Leu Gin His 

425 430 435 

Lys He Arg Ser Phe Glu Glu Ala Arg Gly Leu Asp Arg He Asn 

440 445 450 

Glu Arg Met Pro Pro Arg Lys Asp Ser He His Ala Gly Gly Pro 

45 5 460 465 

Met Lys Ser Val Thr Ser Ala His Ser His Ala Ala His Arg Ser 

470 475 480 

Asp Gin Gly Lys Lys Ala His Ser 

485 



<210> 25 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7523586CD1 

<400> 25 



Met 
1 


Ser Glu Asp Ser 


Ser 


Ala 


Leu 


Asp 


Tyr 


Glu 


Leu 


-j 

Gin 


Glu 


Val 


He 










20 








Val 


Gin 


Ala 


Ala 
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Glu 
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Ala 
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Ser 
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Gly 
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Asn 
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Asn 


He 




215 
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He 
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245 
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He 
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Leu 
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350 
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Arg 


Glu 
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Met 
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440 
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Pro 


Val 
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Ala 
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Val 
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Arg 
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Glu 


Arg 
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Val 
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He 


Lys 
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Val 
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Ser 
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Glv 


Leu 


25 
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Leu 


40 
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He 


55 






Thr 


Ser 


Val 
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Leu 
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Lys 
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Thr 


Tm 


Glu 


160 
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Thr 
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Ala 
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Thr 
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Val 


Ser 
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Ala 


He 
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Val 


Pro 
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310 






Thr 




Gin 


325 






Leu 


Met 


His 


340 






Gin 


Glu 


Thr 


355 






Lys 


Lys 


His 


370 






Arg 


Leu 


Asp 


385 






His 


Ala 


Leu 


400 






Ala 


Asn 


Asn 


415 






Glu 


Met 
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430 
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Lys 


Tyr 


445 
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Pro 


460 
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His 


Lys 
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Pro 


His 






15 


Gin 


Asp 


Glu 






30 


Leu 


Glu 


Asp 






45 


Glu 


Ser 


Val 






60 


Ser 


Glu 


Asp 






75 


Arg 


Glu 


His 






90 


Asn 


Thr 


Val 






105 


He 


Gin 


Phe 






120 


Glv 


Leu 


Phe 
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Ala 


Tvr 

jr 


Ser 






150 


Val 


Pro 


Phe 






165 


Ala 


Gin 


Glv 






180 


Ala 


He 


Lys 






195 


Leu 


Arg 


Lys 






210 


Val 


Thr 


His 






225 


Lvs 


Glu 


Leu 






240 


Val 


Ala 


Tro 
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Glu 
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Val 
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Thr 
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He 




Glv 
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Thr 


Cys 


Pro 
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330 
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Asp 


He 






345 


Tvr 
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Lys 
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Glu 


Leu 






390 
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He 
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Met 
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Glu 
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465 
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Met 
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470 






Gin 


Thr 


Lys 


Arg 


Pro 


Asp 


Leu 
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Thr 


Glu 


Val 


Ala 


Pro 


Thr 


Ala 
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Met 
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Thr 


Ser 


Ser 


Ser 


Lys 










515 






His 


Arg Arg Gly Asn Ser Arg 










530 






lie 


Leu 


Lys 


Asn 


Gin 


Pro 


Ala 










545 






Tyr 


Leu 


His 


Gin 


Ala 


Gin 


Ser 










560 






Asn 


Ser 


Leu 


Gin 


Gin 


Gin 


Tyr 










575 






Gin 


Ser 


His 


His 


Pro 


Arg 


Leu 










590 






Thr 


Cys 


Ala 


Asn 


Asn 


Leu 


Arg 










605 






Arg 


Ser 


Pro 


Leu 


Ser 


Asn 


His 










620 






Ser 


Pro 


Asp 


Leu 


lie 


Ser 


Thr 
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Ser 


Ser 


Glu 


Pro 


Asp 


Lys 


Gly 










650 






Gin Ala Asp Ala Tyr Asp Pro 
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Leu 


Asp 


He 


Pro 
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Pro 
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Ser 


Lys 


Ser 


Pro 
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Ala 
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Ser 


Glu 
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Thr 
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Arg 


Ser 


Glu 


Ser 


Ser Leu Gly 
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Pro 


Arg 


Lys 


Thr 


Arg 










740 






Ser 


Ser 


Glu 


Glu 


Glu 


Glu 


Gly 










755 




Pro 


Arg 


Arg 


Gin 


Arg 


Pro 


His 










770 






Tyr 


Ser 


Thr 


Phe 


Ser 


Ser 


Glu 










785 






Glu Gly Asn Thr 


Ser Asp His 










800 






Asp 


Lys 


Leu 


Glu 


Asp 


Arg 


Leu 










815 






Ser 


Gin 


Thr 


Pro 


Glu 


He 


Pro 










830 






Gly Leu 


Ser 


Asp 


Lys 


Glu 


Cys 










845 






Met 


Ser 


Leu Gly Lys 


Leu 


Cys 










860 






Pro 


Met 


Gin 


Phe 


Glu 


Glu 


Ser 










875 






Cys 


Ser 


Asp Ala 


Thr 


Val 


Arg 










890 




Thr 


Trp 

















475 


480 


Leu 


Arg 


Ser 


Glu Gly He Pro Thr 






490 


495 


Ser 


Pro 


Leu 


Ser Gly Ser Pro Lys 






505 


510 


Ser 


Arg 


Tyr Arg Ser Lys Pro Arg 






520 


525 


Gly Ser His 


Ser Asp Phe Ala Ala 






535 


540 


Gin 


Glu 


Asn 


Ser Pro His Pro Thr 






550 


555 


Gin 


Tyr 


Pro 


Ser Leu His His His 






565 


570 


Gin 


Gin 


Pro 


Pro Pro Ala Met Ser 






580 


585 


Asn 


Met 


His 


Gly Gin Asp He Ala 






595 


600 


Tyr 


Phe 


Gly 


Pro Ala Ala Ala Leu 






610 


615 


Ala 


Gin 


Arg 


Gin Leu Pro Gly Ser 






625 


63 0 


Ala 


Met 


Ala Ala Asp Cys Trp Arg 






640 


645 


Gin 


Ala Gly Pro Trp Gly Cys Cys 






655 


660 


Cys 


Leu 


Gin 


Cys Arg Pro Glu Gin 






670 


675 


Ser 


Ala 


Glu 


Pro Val Gly Arg Ser 






685 


690 


Ala 


His 


Asn 


Pro Leu Leu Glu Asn 






700 


705 


Glu 


Glu 


Asn 


Glu Phe Ser Gly Cys 






715 


720 


Thr 


Ser 


His 


Leu Gly Thr Pro Pro 






730 


735 


Pro 


Leu 


Gin 


Lys Ser Gly Asp Asp 






745 


750 


Glu 


Val 


Asp 


Ser Glu Val Glu Phe 






760 


765 


Arcr 


Cys 


He 


Ser Ser Cys Gin Ser 






775 


780 


Asn 


Phe 


Ser 


Val Ser Asp Gly Glu 






790 


795 


Ser 


Asn 


Ser 


Pro Asp Glu Leu Ala 






805 


810 


Ala 


Glu 


Lys 


Leu Asp Asp Leu Leu 






820 


825 


He 


Asp 


He 


Ser Ser His Ser Asp 






835 


840 


Ala 


Val 


Arg Arg Val Lys Thr Gin 






850 


855 


Val 


Glu Glu Arg Gly Tyr Glu Asn 
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870 


Asp 


Cys 


Asp 


Ser Ser Asp Gly Glu 






880 
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Thr 
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Lys 


His Tyr Ser Ser Ala 
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Gly Glu Met 
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Leu 


Gly 


Ser Asp 
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Arg 
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Leu 


Lys 
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Arg 
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His 
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Ala 
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Lys 


He 


Phe 
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Phe 
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Tyr 
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Lys 


Leu 
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Ala 


Lys 


Pro 


Lys 


Gly 


Asn 


Lys 










110 








Cys 


Gly 


Ser 


Leu 


Ala 


Tyr 


Ala 


Ala 










125 








Ser 


Tyr 


Leu 


Gly Ser Glu 


Ala 


Asp 










140 








Leu 


Tyr 


Val 


Leu 


Met 


Cys 


Gly 


Phe 










155 








Val 


Met 


Ala 


Leu 


Tyr 


Lys 


Lys 


He 










170 








Pro 


Lys 


Trp 


Leu 


Ser 


Pro 


Ser 


Ser 










185 








Leu 


Gin 


Val 


Asp 


Pro 


Lys 


Lys 


Arg 










200 








Asn 


His 


Pro 


Trp 


He 


Met 


Gin 


Asp 










215 








Gin 


Ser 


Lys 


Asn 


Pro 


Phe 


He 


His 










230 








Glu 


Leu 


Ser 


Val 


His 


His 


Arg 


Asn 










245 








Leu 


He 


Ser 


Leu 


Trp 


Gin 


Tyr 


Asp 










260 








Leu 


Leu 


Leu 


Ala 


Lys 


Lys 


Ala 


Arg 










275 








Leu 


Ser 


Ser 


Phe 


Ser 


Cys 


Gly 


Gin 










290 








Asp 


He 


Lys 


Ser 


Asn 


Asn 


Trp 


Ser 


- 








305 








Asp 


Lys 


Asn 


Tyr Val 


Ala 


Gly 


Leu 










320 








Asp 


Asp 


Leu 


Ser Thr Gly 


Ala 


Ala 










335 








Thr 


Lys 


Tyr 


Trp 


Thr 


Glu 


Ser 


Asn 










350 








Thr 


Pro 


Ala 


Leu 


Cys 


Arg 


Thr 


Pro 










365 








Glu 


Asn 


Val 


Tyr 


Thr 


Pro 


Lys 


Ser 










380 








Phe 


Met 


Phe 


Pro 


Glu 


Pro 


Lys 


Thr 










395 








Lys 


Arg 


Glu 


He 


Leu 


Thr 


Thr 


Pro 










410 









Lys 


Tyr 


Tyr 


Glu 


Leu 


His 


Glu 




10 










15 


Lys 


Val 


Lys 


Leu 


Ala 


Cys 


His 




25 










30 


He 


Lys 


He 


Met 


Asp 


Lys 


Asn 




40 










45 


He 


Lys 


Thr 


Glu 


He 


Glu 


Ala 




55 










60 


He 


Cys 


Gin 


Leu 


Tyr 


His 


Val 




70 










75 


Met 


Val 


Leu 


Glu 


Glu 


Asn 


Leu 




85 










90 


Lys 


Leu 


He 


Asp 


Phe 


Gly 


Leu 




100 










105 


Asp 


Tyr 


His 


Leu 


Gin 


Thr 


Cys 




115 










120 


Pro 


Glu 


Leu 


He 


Gin 


Gly Lys 




130 










135 


Val 


Trp 


Ser 


Met 


Gly 


He 


Leu 




145 










150 


Leu 


Pro 


Phe 


Asp Asp 


Asp 


Asn 




160 










165 


Met 


Arg 


Gly Lys 


Tyr 


Asp 


Val 




175 










180 


He 


Leu 


Leu 


Leu 


Gin 


Gin 


Met 




190 










195 


He 


Ser 


Met 


Lys 


Asn 


Leu 


Leu 




205 










210 


Tyr 


Asn 


Tyr 


Pro 


Val 


Glu 


Trp 




220 










225 


Leu 


Asp 


Asp 


Asp 


Cys 


Val 


Thr 




235 










240 


Asn 


Arg 


Gin 


Thr 


Met 


Glu 


Asp 




250 










255 


His 


Leu 


Thr 


Ala 


Thr 


Tyr 


Leu 




265 










270 


Gly Lys 


Pro 


Val 


Arg 


Leu Arg 




280 










285 


Ala 


Ser 


Ala 


Thr 


Pro 


Phe 


Thr 




295 










300 


Leu 


Glu Asp Val 


Thr 


Ala 


Ser 




310 










315 


He 


Asp 


Tyr Asp 


Trp 


Cys 


Glu 




325 










330 


Thr 


Pro 


Arg 


Thr 


Ser 


Gin 


Phe 




340 










345 


Gly Val 


Glu 


Ser 


Lys 


Ser 


Leu 




355 










360 


Ala 


Asn 


Lys 


Leu 


Lys 


Asn 


Lys 




370 










375 


Ala 


Val 


Lys 


Asn 


Glu 


Glu 


Tyr 




385 










390 


Pro 


Val 


Asn 


Lys 


Asn 


Gin 


His 




400 










405 


Asn Arg Tyr 


Thr 


Thr 


Pro 


Ser 




415 










420 
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Lys Ala Arg Asn Gin Cys Leu Lys Glu Thr Pro lie Lys lie Pro 
425 430 435 

Val Asn Ser Thr Gly Thr Asp Lys Leu Met Thr Gly Val lie Ser 
440 445 450 

Pro Glu Arg Arg Phe Thr lie Met 
455 
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<400> 28 








Met Gin Ser Thr Ala 


Asn 


Tyr 


Leu 


1 5 






Gly Gin Gly Ala Thr Ala 


Ser 


Val 


20 








Ser Gly Glu Leu Val 


Ala 


Val 


Lys 


35 








Leu Arg Pro Arg Glu 


Val 


Gin 


Val 


50 








Lys Leu Asn His Gin 


Asn 


He 


Val 


65 








Thr Gly Gly Ser Arg Gin Lys Val 


80 








Ser Gly Ser Leu Leu 


Ser 


Val 


Leu 


95 








Gly Leu Pro Glu Asp 


Glu 


Phe 


Leu 


110 








Ala Gly Met Asn His 


Leu Arg 


Glu 


125 








lie Lys Pro Gly Asn 


He 


Met 


Arg 


140 






Ser lie Tyr Lys Leu 


Thr 


Asp 


Phe 


155 








Asp Asp Glu Lys Phe 


Val 


Ser 


Val 


170 








His Pro Asp Met Tyr 


Glu 


Arg Ala 


185 








Lys Ala Phe Gly Val 


Thr 


Val 


Asp 


200 






Leu Tyr Arg Ala Ala 


Thr 


Gly 


Ser 


215 








Gly Pro Arg Arg Asn Lys Glu lie 


230 








Lys Pro Ala Gly Ala 


He 


Ala 


Gly 


245 






Pro Leu Glu Trp Ser 


Tyr 


Thr 


Leu 


260 








Leu lie Ala He Phe 


Gin 


Glu 


Ala 


275 








Ala Pro Arg His Gin 


Glu 


Tyr 


Leu 


290 








Leu Glu Pro Ser Val 


Ser 


Ala 


Gin 


305 








Ser Ser Pro Leu Thr 


Leu 


Phe 


Ser 


320 








Ala Phe Arg Asp Pro 


Ala 


Leu 


Asp 


335 







Trp 


His 


Thr Asp Asp Leu Leu 




10 








15 


Tyr 


Lys 


Ala Arg 


Asn 


Lys 


Lys 




25 








30 


Val 


Phe 


Asn Thr 


Thr 


Ser 


Tyr 




40 








45 


Arg 


Glu 


Phe Glu 


Val 


Leu 


Arg 




55 








60 


Lys 


Leu 


Phe Ala 


Val 


Glu 


Glu 




70 








75 


Leu 


Val 


Met Glu 


Tyr 


Cys 


Ser 




85 








90 


Glu 


Ser 


Pro Glu 


Asn 


Ala 


Phe 




100 








105 


Val 


Val 


Leu Arg 


Cys 


Val 


Val 




115 








120 


Asn Gly He Val 


His 


Arg Asp 




130 








135 


Leu 


Val 


Gly Glu 


Glu 


Gly 


Gin 




145 








150 


Gly Ala 


Ala Arg 


Glu 


Leu 


Asp 




160 








165 


Tyr 


Gly Thr Glu Glu 


Tyr 


Leu 




175 








180 


Val 


Leu Arg Lys 


Pro 


Gin 


Gin 




190 








195 


Leu Trp 


Ser He Gly Val 


Thr 




205 








210 


Leu 


Pro 


Phe He 


Pro 


Phe 


Gly 




220 








225 


Met 


Tyr 


Arg He 


Thr 


Thr 


Glu 




235 








240 


Ala 


Gin Arg Arg Glu Asn Gly 




250 








255 


Pro 


He 


Thr Cys 


Gin 


Leu 


Ser 




265 








270 


Val 


His 


Lys Gin 


Thr 


Ser 


Val 




280 








285 


Phe Glu Gly His 


Leu 


Cys 


Val 




295 








300 


His 


He 


Ala His 


Thr 


Thr 


Ala 




310 








315 


Thr 


Ala 


He Pro 


Lys 


Gly Leu 




325 








330 


Val 


Pro 


Lys Phe 


Val 


Pro 


Lys 




340 








345 
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Val 


Asp 


Leu 


Gin 


Ala 
350 


Ala 


Gly 


Tyr 


Gin 


Ala 
365 


Gin 


Glu 


Leu 


Met 


Phe 
380 


Gin 


Ala 


Thr 


Cys 


Arg 
395 


Leu 


Tyr 


Leu 


Ser 


Ser 
410 


Ala 


Gly 


Thr 


Pro 


Glu 
425 


Arg 


Ser 


Arg 


Leu Arg 










440 


Gin 


Asn 


He 


Thr 


Glu 
455 


Glu 


Leu 


Val 


Lys 


Ser 
470 


Gin 


Gin 


He 


Gin Cys 










485 


Gin 


Phe 


Lys 


Lys 


Ser 
500 


Glu 


Gin 


He 


His 


Lys 
515 


Lys 


Arg 


Leu 


Leu 


Gin 
530 


Gin 


Ala 


Ser 


Leu 


Val 
545 


Glu 


Thr 


Arg 


Asn 


His 
560 


Cys 


Asn 


Thr 


Glu 


Ala 
575 


Ala 


Arg 


Ala 


Leu 


Arg 
590 
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Met 


Asn 


Ser 


Ser 


Pro 


1 








5 


Ala 


Asn 


Gly 


Asn 


He 
20 


Gin 


Pro 


Thr 


Asp 


Phe 
35 


Tyr 


Gly 


Lys 


Val 


Leu 
50 


Tyr 


Ala 


Val 


Lys 


Val 
65 


Glu 


Gin 


Ser 


His 


He 
80 


Val 


Arg 


Arg 


Pro 


Phe 
95 


Pro 


Glu 


Lys 


Leu 


Tyr 
110 


Leu 


Phe 


Phe 


His 


Leu 
125 



Asp 


Tyr 


Asn 


Thr 


Ala 
355 


Leu 


Arg 


Leu 


Ala 


Arg 
370 


Arg 


Gly 


Leu 


His 


Trp 
385 


Arg 


Thr 


Leu 


Glu 


Val 
400 


Ser 


Leu 


Gly Thr 


Glu 










415 


He 


Gin 


Glu 


Leu 


Lys 
430 


Thr 


Leu 


Ala 


Glu 


Val 
445 


Thr 


Gin 


Glu 


Ser 


Leu 
460 


Arg 


Asp 


Gin 


Val 


His 
475 


Cys 


Leu 


Asp 


Lys 


Met 
490 


Arg 


Met 


Arg 


Pro 


Gly 
505 


Leu 


Asp 


Lys 


Val 


Asn 
520 


Val 


Phe 


Gin 


Glu 


Glu 
535 


Thr 


His 


Gly 


Lys 


Arg 
550 


Leu 


Arg 


Leu 


Val 


Gly 
565 


Gin 


Gly 


Val 


Gin 


Glu 
580 


Gly 


Asp 


Glu 


Ala 


Ala 
595 
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Ala 


Gly 


Thr 


Pro 


Ser 
10 


Asn 


Leu 


Gly 


Pro 


Ser 
25 


Asp 


Phe 


Leu 


Lys 


Val 
40 


Leu 


Ala 


Lys 


Arg 


Lys 
55 


Leu 


Gin 


Lys 


Lys 


Ser 
70 


Met 


Ala 


Glu 


Arg 


Ser 
85 


Leu 


Val 


Gly Leu 


Arg 










100 


Phe 


Val 


Leu 


Asp 


Tyr 
115 


Gin 


Arg 


Glu 


Arg 


Arg 
130 



Lys 


Gly Val 


Leu 


Gly 










360 


Ala 


Leu 


Leu 


Asp 


Gly 










375 


Val 


Met 


Glu 


Val 


Leu 










390 


Ala 


Arg 


Thr 


Thr 


Leu 










405 


Arg 


Phe 


Ser 


Ser 


Val 










420 


Ala 


Ala 


Ala 


Glu 


Leu 










435 


Leu 


Ser 


Arg 


Cys 


Ser 










450 


Ser 


Ser 


Leu 


Asn 


Arg 










465 


Glu 


Asp 


Arg 


Ser 


He 










480 


Asn 


Phe 


He 


Tyr 


Lys 










495 


Leu Gly Tyr 


Asn 


Glu 










510 


Phe 


Ser 


Gin 


Leu 


Ala 










525 


Cys 


Val 


Gin 


Lys 


Tyr 










540 


Met 


Arg Val 


Val 


His 










555 


Cys 


Ser 


Val 


Ala 


Ala 










570 


Ser 


Leu 


Ser 


Lys 


His 










585 


Gly He 









Pro 


Gin 


Pro 


Ser 


Arg 
15 


Ala 


Asn 


Pro 


Asn 


Ala 
30 


He 


Gly Lys 


Gly 


Asn 










45 


Pro 


Asp 


Gly 


Ala 


Phe 
60 


He 


Leu 


Lys 


Lys 


Lys 
75 


Val 


Leu 


Leu 


Lys 


Asn 
90 


Tyr 


Ser 


Phe 


Gin 


Thr 
105 


Val 


Asn 


Gly 


Gly 


Glu 
120 


Phe 


Leu 


Glu 


Pro 


Arg 
135 
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Ala 


Arg 


Phe 


Tyr 


Ala 


Ala 


Glu 


Val 


Ala 










140 










His 


Ser 


Leu 


Asn 


He 


He 


Tyr 


Arg Asp 










155 










Leu 


Leu 


Asp 


Cys 


Gin 


Gly 


His 


Val 


Val 










170 










Cys 


Lys 


Glu 


Gly Val 


Glu 


Pro 


Glu 


Asp 










185 








Gly 


Thr 


Pro 


Glu 


Tyr 


Leu 


Ala 


Pro 


Glu 










200 










Tyr 


Asp 


Arg 


Ala 


Val 


Asp 


Trp 


Trp 


Cys 










215 










Glu 


Met 


Leu 


His 


Gly 


Leu 


Pro 


Pro 


Phe 










230 










Gin 


Met 


Tyr 


Glu 


Asn 


He 


Leu 


His 


Gin 










245 










Gly 


Arg 


Thr 


Val 


Ala 


Ala 


Cys 


Asp 


Leu 










260 










Lys 


Asp 


Gin 


Arg 


Gin 


Arg 


Leu 


Gly 


Ser 










275 










He 


Lys 


Asn 


His 


Val 


Phe 


Phe 


Ser 


Pro 










290 










Tyr 


His 


Lys 


Arg 


Leu 


Thr 


Pro 


Pro 


Phe 










305 










Tyr 


Thr 


Arg 


Ala Arg 


His 


Gin 


Lys 


Ser 



320 



<210> 30 

<211> 335 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7523672CD1 

<400> 30 



Met 
1 


Asp 


Arg 


Met 


Lys 
5 


Lys 


He 


Lys 


Arg 


Arg 


Gly 


Gly 


Arg 


Gly 


He 


Asp 


Lys 


Thr 










20 










He 


Gly 


Leu 


Asp 


Glu 


Ser 


Gly 


Gly Gly 










35 










Glu 


Ala 


Pro 


Thr 


Arg 


Ala 


Ala 


Pro 


Gly 










50 








Gly 


Pro 


Leu 


Ser 


Ser 


Ala 


Pro 


Glu 


He 










65 










Met 


Gly 


Ser 


Asp 


Gly 
80 


Glu 


Ser 


Asp 


Gin 


Asp 


Glu 


Val 


Gin 


Ser 


Pro 


Val 


Arg 


Val 










95 










Pro 


Arg 


Lys 


He 


Ser 


Thr 


Glu 


Asp 


He 










110 








Pro 


Ala 


Asp 


He 


Arg 


Leu 


Pro 


Glu 


Gly 










125 










Leu 


Asn 


Ser 


Pro 


He 


Phe 


Asp 


Lys 


Pro 










140 










Arg 


Val 


Ser 


Leu 


Ser 


Glu 


He 


Gly 


Phe 










155 








He 


Lys 


Leu 


Asp 


Lys 


Leu 


Gly 


Glu Gly 










170 










Lys 


Gly 


Lys 


Ser 


Lys 


Leu 


Thr 


Asp Asn 
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Ser Ala He Gly Tyr 


Leu 


145 




150 


Leu Lys Pro Glu 


Asn 


He 


160 




165 


Leu Thr Asp Phe Gly 


Leu 


175 




180 


Thr Thr Ser Thr 


Phe 


Cys 


190 




195 


Val Leu Arg Lys 


Glu 


Pro 


205 




210 


Leu Gly Ala Val 


Leu 


Tyr 


220 




225 


Tyr Ser Gin Asp 


Val 


Ser 


235 




240 


Pro Leu Gin He 


Pro 


Gly 


250 




255 


Leu Gin Ser Leu 


Leu 


His 


265 




270 


Lys Ala Asp Phe 


Leu 


Glu 


280 




285 


He Asn Trp Asp Asp 


Leu 


295 




300 


Asn Pro Asn Val 


He 


Gly 


310 




315 


Phe Phe Ser Leu Gly 


Phe 


325 




330 



Gin Leu Ser Met 


Thr 


Leu 


10 




15 


Asn Gly Ala Pro 


Glu 


Gin 


25 




30 


Gly Gly Ser Asp Pro 


Gly 


40 




45 


Glu Leu Arg Ser 


Ala 


Arg 


55 




60 


Val His Glu Asp 


Leu 


Lys 


70 




75 


Ala Ser Ala Thr 


Ser 


Ser 


85 




90 


Arg Met Arg Asn 


His 


Pro 


100 




105 


Asn Lys Arg Leu 


Ser 


Leu 


115 




120 


Tyr Leu Glu Lys 


Leu 


Thr 


130 




135 


Leu Ser Arg Arg Leu 


Arg 


145 




150 


Gly Lys Leu Glu 


Thr 


Tyr 


160 




165 


Thr Tyr Ala Thr Val 


Tyr 


175 




180 


Leu Val Ala Leu 


Lys 


Glu 
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185 



lie 


Arg 


Leu Glu 


His 


Glu 


Glu 


Gly Ala 








200 










Glu 


Val 


Ser Leu 


Leu 


Lys 


Asp 


Leu 


Lys 








215 








Leu 


His 


Asp He 


He 


His 


Thr 


Glu 


Lys 








230 








Glu 


Tyr 


Leu Asp 


Lys 
245 


Asp 


Leu 


Lys 


Gin 


Asn 


He 


lie Asn 


Met 


His 


Asn 


Val 


Lys 








260 








Ala 


Gly 


Ala Gin 


Gly 
275 


Gly 


Pro 


His 


Ser 


Ser 


Pro 


Arg Asn 


Gly 
290 


Leu 


Phe 


Pro 


Leu 


Pro 


Trp 


Arg Ala 


Leu 
305 


Gly 


Pro 


Cys 


Pro 


Leu 


Gly 


Leu Val 


Ser 


Val 


Phe 


Gly Arg 








320 










Gly 


Arg 


Ala Ser 


Gly 











335 

<210> 31 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523687CD1 

<400> 31 



Met 


Asp 


Val 


Val Asp 


Pro 


Asp 


He Phe 


1 






5 








His 


Tyr 


Asp 


Leu Leu 
20 


Gin 


Arg 


Leu Gly 


Val 


Phe 


Lys 


Ala Arg 
35 


Asp 


Lys 


Val Ser 


Lys 


Met 


Val 


Lys Met 
50 


Glu 


Pro 


Asp Asp 


Lys 


Glu 


He 


Leu He 
65 


Leu 


Lys 


Thr Cys 


Ala 


Tyr 


His 


Gly Ser 
80 


Tyr 


Leu 


Trp Leu 


Met 


Glu 


Phe 


Cys Gly 
95 


Ala 


Gly 


Ser Leu 


Thr 


Gly 


Leu 


Phe Ala 
110 


Leu 


Thr 


Glu Glu 



Gly Ser 
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<211> 532 
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<213> Homo sapiens 
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<221> misc__f eature 

<223> Incyte ID No: 7523689CD1 

<400> 32 

Met Asp Glu Gin Glu Ala Leu Asn Ser 
1 5 



3 
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190 










195 


Pro 


Cys 


Thr 


Ala 


He 


Arg 


205 










210 


His 


Ala 


Asn 


He 


Val 


Thr 


220 










225 


Ser 


Leu 


Thr 


Leu 


Val 


Phe 


235 










240 


Tyr 


Leu Asp 


Asp 


Cys 


Gly 


250 










255 


Val 


Gly Val 


Gly 


Gin 


Glu 


265 










270 


Pro 


Thr 


Pro 


Thr 


His 


Lys 


280 










285 


Ala 


Phe 


Phe 


Ala 


Arg 


Ser 


295 










300 


Leu 


Leu 


Cys 


Asp 


Lys 


Ala 


310 










315 


Gly 


Ala 


Val 


Pro 


Ala 


Gly 


325 










330 


Asn 


Arg 


Asp 


Pro 


Arg 


Asp 


10 










15 


Gly 


Gly Thr Tyr 


Gly 


Glu 


25 










30 


Gly 


Asp 


Leu 


Val 


Ala 


Leu 


40 










45 


Asp 


Val 


Ser 


Thr 


Leu 


Gin 


55 










60 


Arg 


His 


Ala 


Asn 


He 


Val 


70 










75 


Gin 


Lys 


Leu 


Trp 


He 


Cys 


85 










90 


Gin 


Asp 


He 


Tyr 


Gin 


Gly 


100 










105 


Asp 


Thr 


Gin 


Gly 


His 


Gin 


115 










120 


He 


Met 


Asn Asp 


Leu 


Val 


10 










15 
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Ala Leu Gin 
Met Lys Asn 
Asn Ser Ser 
Ser Ser Cys 
Val Arg lie 
Phe Ser Arg 
Thr Val Phe 
Leu Ser lie 
Asp lie Leu 
Leu Leu Ser 
Gly Val Ser 
Asp lie Asn 
Leu Ser Val 
Gly Tyr Val 
Tyr Thr Ser 
Glu Gin Cys 
Ser Gly Ser 
Phe Arg Lys 
Arg Gin Glu 
Val Lys Gly 
His Lys Asp 
Arg His Gin 
Leu Ser Thr 
Asp Pro Arg 
Ser Val Gin 
lie Asn Trp 
Arg Val Tyr 
Ser Lys Gin 
Glu Val Ser 
Gin His Glu 
Ala Glu Lys 
Ser Val Lys 



Met Asn Arg 
20 

Lys Asp Thr 
35 

Ser Ser Ala 
50 

Ala Gly Ala 
65 

Lys Phe Glu 
80 

Pro Val Lys 
95 

Gly Gin Pro 

110 
Leu Leu Lys 

125 

Asp Arg Ser 

140 
Gin Asp Arg 

155 

Arg Gin Val 

170 
Thr lie Tyr 

185 

Ser Ser Gin 

200 
Pro Glu Arg 

215 
lie Asn Ser 

230 
Met Leu Asp 

245 
Cys Gin Ser 

260 
Ser Arg Met 

275 
Tyr Ser Asp 

290 
Gly Thr Tyr 

305 
Tyr Ser Asp 

320 
Gly Asn Leu 

335 
Asn Gly Glu 

350 
Gly Arg Leu 

365 
Glu Arg Asn 

380 
Arg Arg Gly 

395 
Leu Cys Tyr 

410 
Val Gin Phe 

425 
Ala Leu Glu 

440 
Arg lie Val 

455 
Thr Leu Thr 

470 
Asp Gin Leu 



Arg His Arg 
Gly His Ser 
Leu Leu Asn 
Ser Glu Lys 
His Asn Gly 
Tyr Glu Asp 
Leu Asp Leu 
Asn Gin Asp 
Ser Ser Met 
Asn His Asn 
Arg lie Lys 
Gin Pro Pro 
Asn Pro Gly 
Gin Gin His 
Glu Gly Glu 
Pro Leu Ser 
Leu Asp Arg 
Ser Arg Ala 
Arg Glu Thr 
Pro Arg Arg 
Gly Arg Arg 
Phe Thr Leu 
Asn Met Gly 
Arg Ser Ala 
Val Pro Thr 
Lys Leu Leu 
Asp Val Asp 
Asp Pro Asp 
Cys Glu He 
Gin Tyr Tyr 
He Phe Met 
Lys Ala Tyr 



Met Pro Gly 
25 

Asn Arg Gin 
40 

Ser Pro Thr 
55 

Lys Lys Phe 
70 

Glu Arg Arg 
85 

Val Glu His 
100 

His Tyr Met 
115 

Asp Leu Asp 
130 

Lys Ser Leu 
145 

Ser Ser Ser 
160 

Ala Ser Gin 
175 

Glu Pro Arg 
190 

Arg Ser Ser 
205 

He Ala Arg 
220 

Phe He Pro 
235 

Ser Ala Glu 
250 

Ser Ala Asp 
265 

Gin Ser Phe 
280 

Gin Leu Tyr 
295 

Tyr His Val 
310 

Thr Phe Pro 
325 

Val Pro Ser 
340 

Leu Ala Val 
355 

Asp Ser Glu 
370 

Lys Ser Pro 
385 

Gly Gin Gly 
400 

Thr Gly Arg 
415 

Ser Pro Glu 
430 

Gin Leu Leu 
445 

Gly Cys Leu 
460 

Glu Tyr Met 
475 

Gly Ala Leu 



Tyr 


Glu 


Thr 






30 


Lys 


Lys 


His 






45 


Val 


Thr 


Thr 






60 


Leu 


Ser 


Asp 






75 


He 


He 


Ala 






90 


Lys 


Val 


Thr 






105 


Asn 


Asn 


Glu 






120 


Lys Ala 


He 






135 


Arg 


He 


Leu 






150 


Pro 


His 


Ser 






165 


Ser 


Ala 


Gly 






180 


Ser Arg 


His 






195 


Pro 


Pro 


Pro 






210 


Gin Gly Ser 






225 


Glu 


Thr 


Ser 






240 


Asn 


Ser 


Leu 






255 


Ser 


Pro 


Ser 






270 


Pro Asp 


Asn 






285 


Asp 


Lys 


Gly 






300 


Ser 


Val 


His 






315 


Arg 


He 


Arg 






330 


Ser Arg 


Ser 






345 


Gin 


Tyr 


Leu 






360 


Asn 


Ala 


Leu 






375 


Ser 


Ala 


Pro 






390 


Ala 


Phe 


Gly 






405 


Glu 


Leu 


Ala 






420 


Thr 


Ser 


Lys 






435 


Lys 


Asn 


Leu 






450 


Arg Asp Arg 






465 


Pro Gly Gly 






480 


Thr 


Glu 


Ser 
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485 

Val Thr Arg Lys Tyr 
500 

Leu His Ser Asn Met 
515 

Ala Ala Leu Trp Trp 
530 
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<212> PRT 






















<213> Homo 


sapiens 


















<220> 
























<221> misc_ 


feature 


















<223> Incyte ID 


No: 


7523705CD1 












<400> 33 






















Met Gly Cys 


vax 


Phe 


Cys 


Lys 


Lys 


Leu 


Glu 


Pro Val Ala 


Thr 


Ala 


1 






5 










10 






15 


Lys Glu Asp 


Ala 


Gly 


Leu 


Glu 


Gly Asp 


Phe 


Arg Ser Tyr 


Gly 


Ala 








20 










25 




30 


Ala Asp 


His 


Tyr 


Gly 


Pro 


Asp 


Pro 


Thr 


Lys 


Ala Arg Pro 


Ala 


Ser 








35 










40 






45 


Ser Phe 


Ala 


His 


He 


Pro 


Asn 


Tyr 


Ser 


Asn 


Phe Ser Ser 


Gin 


Ala 








50 










55 






60 


lie Asn 


Pro 


Gly 


Phe 


Leu 


Asp 


Ser Gly Thr 


He Arg Gly Val 


Ser 








65 










70 






75 


Gly He 


Gly 


Val 


Thr 


Leu 


Phe 


He 


Ala 


Leu 


Tyr Asp Tyr 


Glu 


Ala 








80 










85 






90 


Arg Thr 


Glu 


Asp 


Asp 


Leu 


Thr 


Phe 


Thr 


Lys 


Gly Glu Lys 


Phe 


His 








95 










100 






105 


He Leu 


Asn 


Asn 


Thr 


Glu 


Gly 


Asp 


Trp 


Trp 


Glu Ala Arg 


Ser 


Leu 








110 










115 






120 


Ser Ser Gly 


Lys 


Thr 


Gly 


Cys 


He 


Pro 


Ser 


Asn Tyr Val 


Ala 


Pro 








125 










130 




135 


Val Asp 


Ser 


He 


Gin 


Ala 


Glu 


Glu 


Trp 


Tyr 


Phe Gly Lys 


He 


Gly 








140 










145 






150 


Arg Lys 


Asp 


Ala 


Glu 


Arg 


Gin 


Leu 


Leu 


Ser 


Pro Gly Asn 


Pro 


Gin 








155 










160 






165 


Gly Ala 


Phe 


Leu 


He 


Arg 


Glu 


Ser 


Glu 


Thr 


Thr Lys Gly Ala 


Tyr 








170 










175 






180 


Ser Leu 


Ser 


He 


Arg 


Asp 


Trp 


Asp 


Gin 


Thr 


Arg Gly Asp His 


Val 








185 










190 






195 


Lys His 


Tyr 


Lys 


He 


Arg 


Lys 


Leu Asp Met 


Gly Gly Tyr 


Tyr 


He 








200 










205 






210 


Thr Thr 


Arg 


Val 


Gin 


Phe 


Asn 


Ser 


Val 


Gin 


Glu Leu Val 


Gin 


His 








215 










220 






225 


Tyr Met 


Glu 


Val 


Asn 


Asp 


Gly 


Leu 


Cys 


Asn 


Leu Leu He 


Ala 


Pro 








230 










235 






240 


Cys Ala 


He 


Met 


Lys 


Pro 


Gin 


Thr 


Leu Gly 


Leu Ala Lys 


Asp 


Ala 








245 










250 


255 


Trp Glu 


He 


Ser 


Arg 


Ser 


Ser 


He 


Thr 


Leu 


Glu Arg Arg 


Leu 


Gly 








260 










265 






270 


Thr Gly Cys 


Phe 


Gly 


Asp 


Val 


Trp 


Leu 


Gly 


Thr Trp Asn Gly 


Ser 








275 










280 






285 


Thr Lys 


Val 


Ala 


Val 


Lys 


Thr 


Leu 


Lys 


Pro 


Gly Thr Met 


Ser 


Pro 








290 








295 




300 


Lys Ala 


Phe 


Leu 


Glu 


Glu 


Ala 


Gin 


Val 


Met 


Lys Leu Leu 


Arg 


His 








305 










310 




315 


Asp Lys 


Leu 


Val 


Gin 


Leu 


Tyr 


Ala 


Val 


Val 


Ser Glu Glu 


Pro 


He 








320 










325 






330 


Tyr He 


Val 


Thr 


Glu 


Phe 


Met 


Cys 


His 


Gly 


Ser Leu Leu 


Asp 


Phe 



490 495 
Thr Arg Gin He Leu Glu Gly Met Ser Tyr 

505 510 
He Val His Arg Asp He Lys Gly Ala Trp 

520 525 

Arg Cys 
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335 




340 






345 


Leu 


Lys 


Asn 


Pro 


Glu 


Gly Gin Asp Leu 


Arg 


Leu 


Pro Gin Leu 


Val 










350 




355 






360 


Asp 


Met 


Ala 


Ala 


Gin 


Val Pro Ser Ser 


Pro 


Ser 


Ser Gly Gin 


Pro 










365 




370 






375 


Gin 


Lys 


Leu 


Pro 


Ser 


Leu Ala Asp Ser 


Pro 


Ser 


Ser Gin Thr 


Cys 










380 




385 






390 


Gly 


Pro 


Leu 


Gly 


Ser 


Cys Ser Leu Ser 


Ser 


Ser 


Pro Arg Ala 


Glu 










395 




400 




405 


Ser 


Pro 


Thr 


Gin 


Ala 













410 
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<211> 436 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7523706CD1 

<400> 34 



Met 


Gly 


Cys 


Met 


Lvs 


Ser 


Lys 


Phe 


Leu 


Gin 


Val 


Gly Gly Asn 


i"PVi t* 


1 








5 










10 










15 


Phe 


Ser 


Lys 


Thr 


Glu 


Thr 


Ser 


Ala 


Ser 


Pro 


His 


Cys 


Pro 


Val 












20 










25 








30 


Val 


Pro 


Asp 


Pro 


Thr 


Ser 


Thr 


He 


Lys 


Pro 


Gly 


Pro 


Asn 


Ser 


His 










35 










40 










45 


Asn 


Ser 


Asn 


Thr 


Pro 


Glv 


He 


Arg 


Glu 


Asp 


Pro 


Gly 


Ser 


Gly 












50 










55 










60 


Arg 


Leu 


Asp 


Pro 


Trp 


Pro 


Pro 


Gly Arg 


Arg 


Ala 


Thr 


Ser 


Gin 


nici 










65 










70 












Thr 


Met 


Ser 


Pro 


Ala 


Leu 


Thr 


Leu 


Trp 


Arg 


Gin Arg Arg Ser 


xyz: 










80 










85 










90 


Ser 


Leu 


Ser 


Val 


Arg 


Asp 


Tyr 


Asp 


Pro 


Arg 


Gin Gly Asp Thr 


Val 










95 










100 










105 


Lys 


His 


Tyr 


Lys 


He 


Arg 


Thr 


Leu Asp 


Asn 


Gly Gly Phe Tyr 


He 










110 










115 










120 


Ser 


Pro 


Arg 


Ser 


Thr 


Phe 


Ser 


Thr 


Leu 


Gin 


Glu 


Leu 


Val 


Asp 


His 










125 










130 








135 


Tyr 


Lys 


Lys 


Gly 


Asn 


Asp 


Gly 


Leu 


Cys 


Gin 


Lys 


Leu 


Ser 


Val 


Pro 










140 










145 










150 


Cys 


Met 


Ser 


Ser 


Lys 


Pro 


Gin 


Lys 


Pro 


Trp 


Glu 


Lys 


Asp Ala 


Trp 










155 










160 










165 


Glu 


lie 


Pro Arg 


Glu 


Ser 


Leu 


Lys 


Leu 


Glu 


Lys 


Lys 


Phe 


Gly 


Ala 










170 










175 










180 


Gly 


Gin 


Phe 


Gly 


Glu 


Val 


Trp 


Met 


Ala 


Thr 


Tyr 


Asn 


Lys 


His 


Thr 










185 










190 








195 


Lys 


Val 


Ala 


Val 


Lys 


Thr 


Met 


Lys 


Pro 


Gly 


Ser 


Met 


Ser 


Val 


Glu 










200 










205 










210 


Ala 


Phe 


Leu 


Ala 


Glu 


Ala 


Asn 


Val 


Met 


Lys 


Thr 


Leu 


Gin 


His 


Asp 










215 










220 










225 


Lys 


Leu 


Val 


Lys 


Leu 


His 


Ala 


Val 


Val 


Thr 


Lys 


Glu 


Pro 


He 


Tyr 










230 










235 










240 


lie 


lie 


Thr 


Glu 


Phe 


Met 


Ala 


Lys 


Gly 


Ser 


Leu 


Leu Asp 


Phe 


Leu 










245 










250 










255 


Lys 


Ser 


Asp Glu 


Gly 


Ser 


Lys 


Gin 


Pro 


Leu 


Pro 


Lys 


Leu 


He 


Asp 










260 










265 










270 


Phe 


Ser 


Ala 


Gin 


He 


Ala 


Glu 


Gly Met 


Ala 


Phe 


He 


Glu 


Gin 


Arg 










275 










280 










285 


Asn 


Tyr 


He 


His 


Arg 


Asp 


Leu 


Arg Ala 


Ala 


Asn 


He 


Leu 


Val 


Ser 










290 










295 










300 


Ala 


Ser 


Leu Val 


Cys 


Lys 


He 


Ala Asp 


Phe 


Gly Leu Ala Arg 


Val 
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305 










310 










315 


lie 


Glu 


Asp 


Asn 


Glu 


Tyr 


Thr 


Ala 


Arg 


Glu 


Gly Ala 


Lys 


Phe 


Pro 










320 










325 










330 


lie 


Lys 


Trp 


Thr 


Ala 


Pro 


Glu 


Ala 


He 


Asn 


Phe 


Gly 


Ser 


Phe 


Thr 










335 










340 








345 


lie 


Lys 


Ser 


Asp 


Val 


Trp 


Ser 


Phe 


Gly 


He 


Leu 


Leu 


Met 


Glu 


He 










350 










355 










360 


Val 


Thr 


Tyr 


Gly Arg 


He 


Pro 


Tyr 


Pro 


Gly 


Met 


Ser 


Asn 


Pro 


Glu 










365 










370 










375 


Val 


He 


Arg 


Ala 


Leu 


Glu 


Arg 


Gly 


Tyr Arg 


Met 


Pro 


Arg 


Pro 


Glu 










380 










385 










390 


Asn 


Cys 


Pro 


Glu 


Glu 


Leu 


Tyr 


Asn 


He 


Met 


Met 


Arg Cys 


Trp 


Lys 










395 










400 










405 


Asn 


Arg 


Pro 


Glu 


Glu 


Arg 


Pro 


Thr 


Phe 


Glu 


Tyr 


He 


Gin 


Ser 


Val 










410 










415 










420 


Leu 


Asp 


Asp 


Phe 


Tyr 


Thr 


Ala 


Thr 


Glu 


Ser 


Gin 


Tyr 


Gin 


Gin 


Gin 










425 










430 










435 


Pro 
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<400> 35 



Met 


Ser 


Pro 


Phe 


Leu 


Arg 


He 


Gly 


Leu 


Ser 


Asn 


Phe 


Asp 


Cys 


Gly 


1 








5 










10 










15 


Ser 


Cys 


Gin 


Ser 


Cys 


Gin 


Gly 


Glu 


Ala 


Val 


Asn 


Pro 


Tyr 


Cys 


Ala 










20 










25 








30 


Val 


Leu 


Val 


Lys 


Glu 


Tyr 


Val 


Glu 


Ser 


Glu 


Asn Gly Gin Met 


Tyr 










35 










40 










45 


He 


Gin 


Lys 


Lys 


Pro 


Thr 


Met 


Tyr 


Pro 


Pro 


Trp Asp 


Ser 


Thr 


Phe 










50 










55 










60 


Asp 


Ala 


His 


He 


Asn 
65 


Lys 


Gly 


Arg 


Val 


Met 
70 


Gin 


He 


He 


Val 


Lys 
75 


Gly 


Lys 


Asn 


Val 


Asp 
80 


Leu 


He 


Ser 


Glu 


Thr 
85 


Thr 


Val 


Glu 


Leu 


Tyr 
90 


Ser 


Leu 


Ala 


Glu 


Arg 


Cys 


Arg 


Lys 


Asn 


Asn 


Gly Lys 


Thr 


Glu 


He 










95 










100 










105 


Trp 


Leu 


Glu 


Leu 


Lys 


Pro 


Gin 


Gly 


Arg Met 


Leu 


Met 


Asn 


Ala 


Arg 










110 










115 










120 


Tyr 


Phe 


Leu 


Glu 


Met 
125 


Ser 


Asp 


Thr 


Lys 


Asp 
130 


Met 


Asn 


Glu 


Phe 


Glu 
135 


Thr 


Glu 


Gly 


Phe 


Phe 


Ala 


Leu 


His 


Gin 


Arg 


Arg Gly Ala 


He 


Lys 










140 










145 










150 


Gin 


Ala 


Lys 


Val 


His 
155 


His 


Val 


Lys 


Cys 


His 
160 


Glu 


Phe 


Thr 


Ala 


Thr 
165 


Phe 


Phe 


Pro 


Gin 


Pro 
170 


Thr 


Phe 


Cys 


Phe 


Val 
175 


Cys 


His 


Glu 


Phe 


Val 
180 


Trp 


Gly 


Leu 


Asn 


Lys 
185 


Gin 


Gly 


Tyr 


Gin 


Cys 
190 


Arg 


Gin 


Cys 


Asn 


Ala 
195 


Ala 


He 


His 


Lys 


Lys 


Cys 


He 


Asp 


Lys 


Val 


He 


Ala 


Lys 


Cys 


Thr 










200 










205 








210 


Gly 


Ser 


Ala 


He 


Asn 
215 


Ser 


Arg 


Glu 


Thr 


Met 
220 


Phe 


His 


Lys 


Glu 


Arg 
225 


Phe 


Lys 


He 


Asp 


Met 


Pro 


His 


Arg 


Phe 


Lys 


Val 


Tyr Asn 


Tyr 


Lys 










230 










235 










240 


Ser 


Pro 


Thr 


Phe 


Cys 


Glu 


His 


Cys 


Gly Thr 


Leu 


Leu 


Trp Gly 


Leu 
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245 



Ala 


Arg 


Gin 


Gly Leu 


Lys 


Cys 


Asp 


Ala 










260 










His 


Arg 


Cys 


Gin 


Thr 


Lys 


Val 


Ala 


Asn 










275 










Lys 


Leu 


Met 


Ala 


Glu 


Ala 


Leu 


Ala 


Met 










290 










Ala Arg 


Cys 


Leu Arg 


Asp 


Thr 


Glu 


Gin 










305 










Val 


Glu 


He 


Gly Leu 


Pro 


Cys 


Ser 


He 










320 










Pro 


Cys 


Leu 


Pro 


Thr 


Pro 


Gly 


Lys 


Arg 










335 










Trp 


Glu 


Ser 


Pro 


Leu 


Asp 


Glu 


Val 


Asp 










350 










Glu 


Pro 


Glu 


Leu 


Asn 


Lys 


Glu 


Arg 


Pro 










365 










Lys 


He 


Glu 


Asp 


Phe 


He 


Leu 


His 


Lys 










380 










Phe 


Gly 


Lys 


Val 


Phe 


Leu 


Ala 


Glu 


Phe 










395 










Phe 


Ala 


He 


Lys 


Ala 


Leu 


Lys 


Lys 


Asp 










410 










Asp Val 


Glu 


Cys 


Thr 


Met 


Val 


Glu 


Lys 










425 










Trp 


Glu 


His 


Pro 


Phe 


Leu 


Thr 


His 


Met 










440 










Lys 


Glu 


Asn 


Leu 


Phe 


Phe 


Val 


Met 


Glu 










455 










Leu 


Met 


Tyr 


His 


He 


Gin 


Ser 


Cys 


His 










470 










Ala 


Thr 


Phe 


Tyr Ala 


Ala 


Glu 


He 


He 










485 










His 


Ser 


Lys 


Gly He 


Val 


Tyr 


Arg Asp 










500 










Leu 


Leu 


Asp 


Lys 


Asp 


Gly 


His 


He 


Lys 










515 










Cys 


Lys 


Glu 


Asn 


Met 


Leu 


Gly 


Asp 


Ala 










530 










Gly 


Thr 


Pro 


Asp 


Tyr 


He 


Ala 


Pro 


Glu 










545 










Glu 


Lys 


Arg 


Leu 


Gly 


Val 


Arg 


Gly Asp 










560 










Phe 


Arg 


Glu 


He 


Asn 


Trp 


Glu 


Glu 


Leu 










575 










Pro 


Pro 


Phe 


Arg 


Pro 


Lys 


Val 


Lys 


Ser 










590 










Phe 


Asp 


Lys 


Glu 


Phe 


Leu 


Asn 


Glu 


Lys 










605 










Asp 


Arg 


Ala 


Leu 


He 


Asn 


Ser 


Met 


Asp 










620 










Phe 


Ser 


Phe 


Met 


Asn 


Pro 


Gly 


Met 


Glu 
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250 










255 


Cys 


Gly 


Met 


Asn 


Val 


His 


265 










270 


Leu 


Cys 


Gly 


He 


Asn 


Gin 


280 










285 


He 


Glu 


Ser 


Thr 


Gin 


Gin 


295 










300 


He 


Phe 


Arg 


Glu 


Gly 


Pro 


310 










315 


Lys 


Asn 


Glu 


Ala 


Arg 


Leu 


325 










330 


Glu 


Pro 


Gin 


Gly 


He 


Ser 


340 










345 


Lys 


Met 


Cys 


His 


Leu 


Pro 


355 










360 


Ser 


Leu 


Gin 


He 


Lys 


Leu 


370 










375 


Met 


Leu 


Gly 


Lys 


Gly 


Ser 


385 










390 


Lys 


Lys 


Thr 


Asn 


Gin 


Phe 


400 










405 


Val 


Val 


Leu 


Met 


Asp 


Asp 


415 










420 


Arg 


Val 


Leu 


Ser 


Leu 


Ala 


430 










435 


Phe 


Cys 


Thr 


Phe 


Gin 


Thr 


445 










450 


Tyr 


Leu 


Asn 


Gly 


Gly 


Asp 


460 










465 


Lys 


Phe 


Asp 


Leu 


Ser 


Arg 


475 










480 


Leu 


Gly 


Leu 


Gin 


Phe 


Leu 


490 










495 


Leu 


Lys 


Leu 


Asp 


Asn 


He 


505 










510 


He 


Ala 


Asp 


Phe 


Gly 


Met 


520 










525 


Lys 


Thr 


Asn 


Thr 


Phe 


Cvs 


535 










540 


Leu 


Phe 


Val 


Arg 


Glu 


Pro 


550 










555 


He 


Arg 


Gin 


His 


Pro 


Leu 


565 










570 


Glu 


Arg 


Lys 


Glu 


He 


Asp 


580 










585 


Pro 


Phe 


Asp 

It 


Cvs 


Ser 


Asn 


595 










600 


Pro 


Arg 


Leu 


Ser 


Phe 


Ala 


610 










615 


Gin 


Asn 


Met 


Phe 


Arg 


Asn 


625 










630 


Arg 


Leu 


He 


Ser 






640 
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<400> 36 

Met Ala Gly Ala Ser Glu Leu Gly Thr Gly Pro Gly Ala Ala Gly 
15 10 15 

Gly Asp Gly Asp Asp Ser Leu Tyr Pro He Ala Val Leu He Asp 
20 25 30 

Glu Leu Arg Asn Glu Asp Val Gin Leu Arg Leu Asn Ser He Lys 
35 40 45 

Lys Leu Ser Thr He Ala Leu Ala Leu Gly Val Glu Arg Thr Arg 
50 55 60 

Ser Glu Leu Leu Pro Phe Leu Thr Asp Thr He Tyr Asp Glu Asp 
65 70 ~ 75 

Glu Val Leu Leu Ala Leu Ala Glu Gin Leu Gly Asn Phe Thr Gly 
80 85 90 

Leu Val Gly Gly Pro Asp Phe Ala His Cys Leu Leu Pro Pro Leu 
95 100 105 

Glu Asn Leu Ala Thr Val Glu Glu Thr Val Val Arg Asp Lys Ala 
110 115 120 

Val Glu Ser Leu Arg Gin He Ser Gin Glu His Thr Pro Val Ala 
125 130 135 

Leu Glu Ala Tyr Phe Val Pro Leu Val Lys Arg Leu Ala Ser Gly 
140 145 150 

Asp Trp Phe Thr Ser Arg Thr Ser Ala Cys Gly Leu Phe Ser Val 
155 160 165 

Cys Tyr Pro Arg Ala Ser Asn Ala Val Lys Ala Glu He Arg Gin 

170 175 180 

Gin Phe Arg Ser Leu Cys Ser Asp Asp Thr Pro Met Val Arg Arg 

185 190 195 

Ala Ala Ala Ser Lys Leu Gly Glu Phe Ala Lys Val Leu Glu Leu 

200 205 210 

Asp Ser Val Lys Ser Glu He Val Pro Leu Phe Thr Ser Leu Ala 

215 220 225 

Ser Asp Glu Gin Asp Ser Val Arg Leu Leu Ala Val Glu Ala Cys 

230 235 240 

Val Ser He Ala Gin Leu Leu Ser Gin Asp Asp Leu Glu Thr Leu 

245 250 255 

Val Met Pro Thr Leu Arg Gin Ala Ala Glu Asp Lys Ser Trp Arg 

260 265 270 

Val Arg Tyr Met Val Ala Asp Arg Phe Ser Glu Leu Gin Lys Ala 

275 280 285 

Met Gly Pro Lys He Thr Leu Asn Asp Leu He Pro Ala Phe Gin 

290 295 300 

Asn Leu Leu Lys Asp Cys Glu Ala Glu Val Arg Ala Ala Ala Ala 

305 310 315 

His Lys Val Lys Glu Leu Gly Glu Asn Leu Pro He Glu Asp Arg 

320 325 330 

Glu Thr He He Met Asn Gin He Leu Pro Tyr He Lys Cys Pro 

335 340 ^ 345 

Asp Val Arg Leu Asn He He Ser Asn Leu Asp Cys Val Asn Glu 

350 355 35Q 

Val He Gly He Arg Gin Leu Ser Gin Pro Leu Leu Pro Ala He 

365 370 375 

Val Glu Leu Ala Glu Asp Ala Lys Trp Arg Val Arg Leu Ala He 

380 385 390 

He Glu Tyr Met Pro Leu Leu Ala Gly Gin Leu Gly Val Glu Phe 

395 400 405 

Phe Asp Glu Lys Leu Asn Ser Leu Cys Met Ala Trp Leu Val Asp 
410 415 ^ 420 

His Val Tyr Ala He Arg Glu Ala Ala Thr Asn Asn Leu Met Lys 
425 430 435 

Leu Val Gin Lys Phe Gly Thr Glu Trp Ala Gin Asn Thr He Val 
440 445 450 

Pro Lys Val Leu Val Met Ala Asn Asp Pro Asn Tyr Leu His Arg 
455 460 465 
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Met 


Thr 


Thr 


Leu 


Phe 


Cys 


He 


Asn Ala 










470 








Gin 


Glu 


lie 


Thr 


Thr 


Lys 


Gin 


Met Leu 










485 








Ala 


Gly Asp 


Gin 


Val 


Ala 


Asn 


Val Arg 










500 






Leu 


Gin 


Lys 


He Gly 


Pro 


He 


Leu Asp 










515 






Glu 


Val 


Lys 


Pro 


Val 


Leu 


Gin 


Lys Leu 










530 








Asp 


Val 


Lys 


Tyr 


Phe 


Ala 


Gin 


Glu Ala 



545 

Ala 
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<400> 37 



Met 


Pro 


Leu 


Ala 


Ala 


Tyr 


Cys 


Tyr 


Leu 


1 








5 










Ser 


Tyr 


Gly 


Glu 


Val 


Thr 


Leu 


Val 


Lys 










20 










Gin 


Tyr 


Val 


He 


Lys 
35 


Lys 


Leu 


Asn 


Leu 


Glu 


Arg 


Arg 


Ala 


Ala 


Glu 


Gin 


Glu 


Ala 










50 










Lys 


His 


Pro 


Asn 


He 


Val 


Thr 


Tyr 


Lys 










65 










Asp 


Gly 


Leu 


Leu 


Tyr 


He 


Val 


Met 


Gly 










80 








Leu 


Tyr 


Arg 


Lys 


Leu 


L ys 


Glu 


Gin 


Lys 










95 








Asn 


Gin 


Val 


Val 


Glu 


Trp 


Phe 


Val 


Gin 










110 










Cys 


Leu 


His 


Glu 


Lys 


His 


He 


Leu 


His 










125 










Asn 


Val 


Phe 


Leu 


Thr 


Arg 


Thr 


Ser 


He 










140 










Gly 


He 


Ala 


Arg 


Val 


Leu 


Glu 


Asn 


His 










155 










Leu 


He 


Gly 


Thr 


Pro 


Tyr 


Tyr 


Met 


Ser 










170 










Lys 


Pro 


Tyr 


Asn 


Tyr 


Lys 


Ser 


Asp Val 










185 










Val 


Tyr 


Glu 


Met 


Ala 


Thr 


Leu 


Lys 


His 










200 










Met 


Asn 


Ser 


Leu 


Val 


Tyr 


Arg 


He 


He 










215 










Met 


Pro 


Arg 


Asp 


Tyr 


Ser 


Pro 


Glu 


Leu 










230 










Met 


Leu 


Ser 


Lys 


Arg 


Pro 


Glu 


Glu 


Arg 










245 








Leu 


Arg 


Gin 


Pro 


Tyr 


He 


Lys 


Arg Gin 










260 










Ala 


Thr 


Lys 


He 


Lys 


Thr 


Ser 


Lys 


Asn 



275 
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Leu 


Ser 


Glu 


Ala 


Cys 


Gly 


475 










480 


Pro 


He 


Val 


Leu 


Lys 


Met 


490 










495 


Phe 


Asn 


Val 


Ala 


Lys 


Ser 


505 










510 


Thr 


Asn 


Ala 


Leu 


Gin 


Gly 


520 










525 


Gly 


Gin Asp Glu Asp 


Val 


535 










540 


He 


Ser 


Val 


Leu 


Ala 


Leu 


550 










555 



Arg 


Val Val 


Gly Lys 


Gly 


10 








His 


Arg Arg Asp Gly 


-i—i _y o 


25 








Arcr 


Asn Ala 


Ser Ser 


Arg 


40 






*± —f 


Gin 


Leu Leu 


Ser Gin 


Leu 


55 






60 


Glu 


Ser Trp 


Glu Gly 


Gly 


70 






75 


Phe 


Cys Glu 


Gly Gly 


Asp 


85 






90 


Gly 


Gin Leu 


Leu Pro 


Glu 


100 






105 


He 


Ala Met 


Ala Leu 


Gin 


115 






120 


Arg 


Asp Leu 


Lys Thr 


Gin 


130 






135 


He 


Lys Val 


Gly Asp 


Leu 


145 






150 


Cys 


Asp Met 


Ala Ser 


Thr 


160 






165 


Pro 


Glu Leu 


Phe Ser 


Asn 


175 






180 


Trp 


Ala Leu Gly Cys 


Cys 


190 






195 


Ala 


Phe Asn 


Ala Lys 


Asp 


205 






210 


Glu 


Gly Lys 


Leu Pro 


Pro 


220 






225 


Ala 


Glu Leu 


He Arg 


Thr 


235 






240 


Pro 


Ser Val 


Arg Ser 


He 


250 






255 


He 


Ser Phe 


Phe Leu 


Glu 


265 






270 


Asn 


He Lys Asn Gly 


Asp 


280 






285 
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Ser 


Gin 


Ser 


Lys 


Pro 
290 


Phe 


Ala 


Ser 


Asn 


His 


Glu 


Val 
305 


He 


His 


Ser 


Gin 


Thr 


Tyr 


He 
320 


Met 


Gly 


Lys 


Pro Arg Ala 


Ser 


Gly 


Leu 










335 






Ala 


His 


Thr 


Cys 


Lys 
350 


Gin 


Asp 


Thr 


He 


Ser 


Ser 


Val 
365 


Asn 


He 


Asp 


Ser 


Val 


Ser 


Asp 
380 


Gly 


Phe 


Leu 


Asp 


Ala 


Ser 


Asn 
395 


Glu 


Leu 


Val 


Glu 


Glu 


Glu 


Met 
410 


Leu 


Gin 


Pro 


Glu 


Asn 


Leu 


He 
425 


Pro 


Met 


Glu 


Lys 


Asn 


Glu 


Pro 
440 


Val 


Lvs 


Gin 


Lys 


Pro 


Lys 


Asp 
455 


Gin 


Asp 


Glu 


Lys 


Gin Gly 


Arg 


He 


His 










470 






Gly 


Ser 


Glu 


Pro 


Ser 
485 


Leu 


Ser 


Glu 


Gin 


Thr 


Glu 


His 
500 


Arg 


Gly 


Leu 


Phe 


Ala 


Phe 


Gin 
515 


Glu 


Ser 


Pro 


He 


Val 


Gly 


Lys 
530 


Val 


Asp 


Glu 


Asn 


Gin 


Arg 


Arg 
545 


Val 


Val 


Ser 


Ser 


Glu 


Met 


Ser 
560 


Ser 


Ser 


Glu 


Arg Arg Arg 


Leu 


Lvs 


Gin 










575 






Gly 


Pro 


Ser 


Val 


Arg 
590 


Lvs 


Ala 


Lys 


Pro 


Gin 


Glu 


Glu 
605 


Asp 


Gin 


Ser 


Asp 


Cys 


Ser 


Val 
620 


Thr 


Gin 


Ser 


Glu Asp Glu 


Leu 


Ser 


Ser 










635 






Asp 


Gly Asp Tyr 


Glv 


Glu 


Glv 










650 






Ala 


Leu 


Val 


Gin 


Leu 
665 


Met 


Thr 


Glu 


Ser 


Cys 


Glu 


Asp 
680 


Val 


Pro 


Lys 


Leu 


His 


Arg 


Lys 
695 


Tyr 


Arg 


Val 


Ala 


Glu 


Glu 


Ala 
710 


Glu 


Glu 


Gly 


Thr 


Phe 


Ala 


Gly 
725 


Ala 


His 
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Thr 


Val 


Val 


Ser 


Gly Glu Ala 


Glu 






295 










300 


Pro 


Gin 


Pro 
310 


Leu 


Ser 


Ser 


Glu 


Glv 
315 


Glu 


Gly 

-< 


LVS 
325 


Cvs 


Leu 


Ser 


Gin 


Glu 
330 


Leu 


Lys 


Ser 
340 


Pro 


Ala 


Ser 


Leu 


Lvs 
345 


Leu 


Ser 


Asn 
355 


Thr 


Thr 


Glu 


Leu 


Ala 
360 


Asp 


He 


Leu 
370 


Pro 


Ala 


Lys 


Gly 


Arcr 
«j« y 

375 


Val 


Gin 


Glu 
385 


Asn 


Gin 


Pro 


Arg 


TVr 

A jr *■ 

390 


Glv 


Glv 


He 
400 


Cys 


Ser 


He 


Ser 


Gin 
405 


ASTD 


Asn 


Thr 
415 


Lys 


Ser 


Ser 


Ala 


Gin 
420 


Trr> 


Ser 


Ser 
430 


Asp 


He 


Val 


Thr 


Gly 
435 


Pro 


Leu 


Gin 
445 


Pro 


Leu 


He 


Lys 


Glu 
450 


Gin 


Val 


Ala 


Gly Glu Cys 


He 


He 






460 










465 


Pro 


ASD 


Leu 
475 


Gin 


Pro 


His 


Asn 


Ser 
480 


Arg 


Gin 


Arg 
490 


Arg 


Gin 


Lys 


Arg 


Arg 
495 


Glu 


Lys 


Arcr 
505 




Val 


Arg 


Arg 


Asp 
510 


Pro 


Pro 


Arcr 
520 


Phe 


Leu 


Pro 


Ser 


His 
525 


Val 


Thr 


Ser 
535 


Thr 


Gin 


Lys 


Glu 


Ala 
540 


Thr 


Glv 

W J. Jf 


Ser 
550 


Val 


Ser 


Ser 


OCJL 


Arcr 
555 


Lys 


Asp 


Arg 
565 


Pro 


Leu 


Ser 


Ala 


570 


Ser 


Gin 


Glu 
580 


Glu 


Met 


Ser 


Ser 


Ser 
585 


Ser 


Leu 


Ser 
595 


Val 


Ala 


Gly 


Pro 


600 


Pro 


Leu 


Pro 


Ala 


Arg Arg 


jjcu 


OCX 






610 










615 


Glu 


Arg 


Lys 
625 


Gin 


He 


His 


Cys 


JJCU 

630 


Ser 


Thr 


Ser 
640 


Ser 


Thr 


Asp 


Lys 


Cor 

645 


Lys 


Glv 


Gin 
655 


Thr 


Asn 


Glu 


He 


660 


Gin 


Thr 


Leu 


Lys 


Leu Asp 


Ser 


T A/cs 






670 










675 


Val 


Ala 


Asn 
685 


Pro 


Val 


Ser 


Glu 


Phe 
690 


Asp 


Thr 


Leu 
700 


He 


Leu 


His 


Gly 


Lys 
705 


He 


His 


Phe 
715 


Lys 


Glu 


Leu 


Pro 


Ser 
720 


Gly 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523737CD1 

<400> 38 



Met Gin Ser Thr 


Ala 


Asn 


Tyr 


Leu 


Trp 


His 


Thr Asp 


Asp 


Leu 


Leu 


1 


5 










10 










15 


Gly Gin Gly Ala 


Thr 


Ala 


Ser 


Val 


Tyr 


Lys 


Ala 


Arg 


Asn 


Lys 


Lys 




20 










25 










30 


Ser Gly Glu Leu 


Val 


Ala 


Val 


Lys 


Val 


Phe 


Asn 


Thr 


Thr 


Ser 


Tyr 




35 










40 










45 


Leu Arg Pro Arg 


Glu 


Val 


Gin 


Val 


Arg 


Glu 


Phe 


Glu 


Val 


Leu Arg 




50 










55 










60 


Lys Leu Asn His 


Gin 


Asn 


He 


Val 


Lys 


Leu 


Phe 


Ala 


Val 


Glu 


Glu 




65 










70 










75 


Thr Gly Gly Ser Arg 


Gin 


Lys 


Val 


Leu 


Val 


Met 


Glu 


Tyr 


Cys 


Ser 




80 










85 








90 


Ser Gly Ser Leu 


Leu 


Ser 


Val 


Leu 


Glu 


Ser 


Pro 


Glu 


Asn 


Ala 


Phe 




95 










100 










105 


Gly Leu Pro Glu 


Asp 


Glu 


Phe 


Leu 


Val 


Val 


Leu 


Arg 


Cys 


Val 


Val 




110 










115 






120 


Ala Gly Met Asn His 


Leu 


Arg Glu Asn Gly 


lie 


Val 


His 


Arg Asp 




125 










130 










135 


lie Lys Pro Gly Asn 


He 


Met 


Arg 


Leu 


Val 


Gly Glu 


Glu 


Gly Gin 




140 










145 










150 


Ser lie Tyr Lys 


Leu 


Thr 


Asp 


Phe 


Gly Ala 


Ala 


Arg 


Glu 


Leu Asp 




155 










160 










165 


Asp Asp Glu Lys 


Phe 


Val 


Ser 


Val 


Tyr 


Gly 


Thr 


Glu 


Glu 


Tyr 


Leu 


His Pro Asp Met 


170 










175 








180 


Tyr 


Glu 


Arg 


Ala 


Val 


Leu 


Arg 


Lys 


Pro 


Gin 


Gin 




185 










190 










195 


Lys Ala Phe Gly Val 


Thr 


Val 


Asp 


Leu Trp 


Ser 


He Gly Val 


Thr 




200 










205 










210 


Leu Tyr His Ala Ala 


Thr 


Gly Ser 


Leu 


Pro 


Phe 


He 


Pro 


Phe 


Gly 




215 










220 










225 


Gly Pro Arg Arg Asn 


Lys 


Glu 


He 


Met 


Tyr 


Arg 


He 


Thr 


Thr 


Glu 




230 










235 










240 


Lys Pro Ala Gly Ala 


He 


Ala Gly Ala Gin 


Arg Arg Glu Asn Gly 




245 










250 










255 


Pro Leu Glu Trp 


Ser 


Tyr 


Thr 


Leu 


Pro 


He 


Thr 


Cys 


Gin 


Leu 


Ser 




260 










265 








270 


Leu Gly Leu Gin 


Ser 


Gin 


Leu 


Val 


Pro 


He 


Leu 


Ala 


Asn 


He 


Leu 




275 










280 










285 


Glu Val Glu Gin 


Ala 


Lys 


Cys 


Trp 


Gly 


Phe 


Asp 


Gin 


Phe 


Phe 


Ala 




290 










295 










300 


Glu Thr Ser Asp 


He 


Leu 


Gin Arg Val 


Val 


Val 


His 


Val 


Phe 


Ser 




305 










310 










315 


Leu Ser Gin Ala 


Val 


Leu 


His 


His 


He 


Tyr 


He 


His 


Ala 


His 


Asn 




320 










325 










330 


Thr He Ala He 


Phe 


Gin 


Glu 


Ala 


Val 


His 


Lys 


Gin 


Thr 


Ser 


Val 




335 










340 








345 


Ala Pro Arg His 


Gin 


Glu 


Tyr 


Leu 


Phe 


Glu 


Gly His 


Leu 


Cys 


Val 




350 










355 








360 


Leu Glu Pro Ser 


Val 


Ser 


Ala 


Gin 


His 


He 


Ala 


His 


Thr 


Thr 


Ala 




365 










370 










375 


Ser Ser Pro Leu 


Thr 


Leu 


Phe 


Ser 


Thr 


Ala 


He 


Pro 


Lys 


Gly Leu 




380 










385 








390 


Ala Phe Arg Asp 


Pro 


Ala 


Leu Asp Val 


Pro 


Lys 


Phe 


Val 


Pro 


Lys 




395 










400 








405 


Val Asp Leu Gin 


Ala 


Asp 


Tyr Asn 


Thr 


Ala 


Lys 


Gly Val 


Leu 


Gly 



39/102 



WO 2004/042022 



PCT/US2003/034809 









410 






Ala Gly Tyr 


Gin 


Ala 


Leu 


Arg 








425 




Gin Glu 


Leu 


Met 


Phe 


Arg 


Gly 








440 






Gin Ala 


Thr 


Cys 


Arg 


Arg 


Thr 








455 






Leu Tyr 


Leu 


Ser 


Ser 


Ser 


Leu 








470 






Ala Gly Thr 


Pro 


Glu 


He 


Gin 








485 






Arg Ser Arg 


Leu Arg 


Thr 


Leu 








500 






Gin Asn 


lie 


Thr 


Glu 


Thr 


Gin 








515 






Glu Leu 


Val 


Lys 


Ser 


Arg 


Asp 








530 






Gin Gin 


He 


Gin 


Cys 


Cys 


Leu 








545 






Gin Phe 


Lys 


Lys 


Ser 


Arg 


Met 








560 






Glu Gin 


He 


His 


Lys 


Leu 


Asp 








575 






Lys Arg 


Leu 


Leu 


Gin 


Val 


Phe 








590 






Gin Ala 


Ser 


Leu 


Val 


Thr 


His 








605 






Leu Cys 


Glu 


Gly Met 


Lys 


Leu 








620 






Asn Arg 


He 


He 


Glu 


Arg 


Leu 








635 






Val 

















415 








420 


Leu Ala Arg Ala 


Leu 


Leu 


Asp 


Gly 






430 








435 


Leu 


His 


Trp Val 


Met 


Glu 


Val 


Leu 






445 








450 


Leu 


Glu 


Val Ala 


Arg 


Thr 


Ser 


Leu 






460 








465 


Gly Thr Glu Arg 


Phe 


Ser 


Ser 


Val 






475 








480 


Glu 


Leu 


Lys Ala 


Ala 


Ala 


Glu 


Leu 






490 








495 


Ala 


Glu 


Val Leu 


Ser Arg 


Cys 


Ser 






505 








510 


Glu 


Ser 


Leu Ser 


Ser 


Leu 


Asn 


Arg 






520 








525 


Gin 


Val 


His Glu Asp Arg 


Ser 


He 






535 








540 


Asp 


Lys 


Met Asn 


Phe 


He 


Tyr 


Lys 






550 








555 


Arg 


Pro 


Gly Leu Gly Tyr Asn Glu 






565 








570 


Lys 


Val 


Asn Phe 


Ser 


His 


Leu 


Ala 






580 








585 


Gin 


Glu 


Glu Cys 


Val 


Gin Lys 


Tyr 






595 








600 


Gly 


Lys 


Arg Met 


Ser 


Met 


Gin 


Glu 






610 








615 


Leu 


Ala 


Ser Asp 


Leu 


Leu 


Asp 


Asn 






625 






630 


Asn Arg Val Pro 


Ala 


Pro 


Pro 


Asp 






640 








645 



<210> 39 
<211> 385 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<223> Incyte ID No: 7523742CD1 

<400> 39 

31y Asn Cys Gly Ala Arg Gly Ala Leu Ser Ala His Thr 

15 
s Ala 
30 
u Gly 
45 
Y Phe 
60 
p Asn 
75 
3 Ser 
90 
a His 
105 
r Arg 
120 
3 Gin 
135 



Met 


Ala 


Gly 


Asn 


Cys 


Gly 


Ala 


Arg Gly Ala Leu Ser Ala 


1 








5 








10 


Leu 


Leu 


Phe 


Asp 


Leu 


Pro 


Pro 


Ala Leu 


Leu Gly Glu Leu 


Val 








20 








25 


Leu 


Asp 


Ser 


Cys 


Asp 


Gly 


Ala Leu 


Gly Trp Arg Gly 










35 








40 


Ala 


Val 


Leu 


Ser 


Pro 


Ser 


Glu 


Lys Ser 


Tyr Gin Glu Gly 










50 








55 


Pro 


Asn 


He 


Leu 


Phe 


Lys 


Glu 


Thr Ala 


Asn Val Thr Val 










65 








70 


Val 


Leu 


He 


Pro 


Glu 


His 


Asn 


Glu Lys 


Gly Val Leu Leu 










80 








85 


Ser 


He 


Ser 


Phe 


Gin 


Asn 


He 


He Glu Gly Thr Arg Asn 










95 








100 


Lys 


Asp 


Phe 


Leu 


He 


Gly 


Glu 


Gly Glu 


He Phe Glu Val 










110 








115 


Val 


Glu 


He 


Gin 


Asn 


Leu 


Thr 


Tyr Ala 


Val Lys Leu Phe 


Glu 








125 








130 


Lys 


Lys 


Met 


Gin 


Cys 


Lys 


Lys His 


Trp Lys Arg Phe 
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140 










145 










150 


Glu 


Leu 


Glu 


Val 


Leu 
155 


Leu 


Leu 


Phe 


His 


His 
160 


Pro 


Asn 


He 


Leu 


Glu 
165 


Leu 


Ala 


Ala 


Tyr 


Phe 
170 


Thr 


Glu 


Thr 


Glu 


Lys 
175 


Phe 


Cys 


Leu 


He 


Tyr 
180 


Pro 


Tyr 


Met 


Arg Asn Gly Thr Leu 


Phe 


Gly Arg 


Leu 


Gin 


Cys 


Val 










185 










190 








195 


Gly 


Asp 


Thr 


Ala 


Pro 


Leu 


Pro 


Trp 


His 


He Arg 


He Gly He Leu 










200 










205 










210 


He 


Gly 


He 


Ser 


Lys 
215 


Ala 


He 


His 


Tyr 


Leu 
220 


His 


Asn 


Val 


Gin 


Pro 
225 


Cys 


Ser 


Val 


He 


Cys 
230 


Gly 


Ser 


He 


Ser 


Ser 
235 


Ala 


Asn 


He 


Leu 


Leu 
240 


Asp 


Asp 


Gin 


Phe 


Gin 
245 


Pro 


Lys 


Leu 


Thr 


Asp 
250 


Phe 


Ala 




Ala 


His 
255 


Phe 


Arg 


Ser 


His 


Leu 
260 


Glu 


His 


Gin 


Ser 


Cys 
265 


Thr 


He 


Asn 


Met 


Thr 
270 


Ser 


Ser 


Ser 


Ser 


Lys 


His 


Leu 


Trp 


Tyr Met 


Pro 


Glu 


ai 11 

>JX LI 


Tyr 


He 










275 










280 










285 


Arg 


Gin 


Gly 


Lys 


Leu 
290 


Ser 


He 


Lys 


Thr 


Asp 
295 


Val 


Tyr 


Ser 


Phe 


Gly 
300 


He 


Val 


He 


Met 


Glu 


Val 


Leu 


Thr 


Gly Cys 


Arg 


Val 


Val 


Leu Asp 










305 










310 










315 


Asp 


Pro 


Lys 


His 


He 


Gin 


Leu Arg 


Asp 


Leu 


Leu 


Arg 


Glu 


Leu 


Met 










320 










325 










330 


Glu 


Lys 


Arg 


Gly Leu Asp Ser Cys 


Leu 


Ser 


Phe 


Leu 


Asp 


Lys 


Lys 










335 










340 








345 


Val 


Pro 


Pro 


Cys 


Pro 


Arg Asn 


Phe 


Ser 


Ala 


Glu 


Leu 


Phe 


Cys 


Leu 










350 










355 








360 


Ala 


Gly 


Arg 


Cys Ala Ala Thr Arg 


Ala 


Lys 


Leu 


Arg 


Pro 


Ser 


Met 










365 










370 










375 


Asp 


Glu 


Val 


Leu 


Asn 
380 


Thr 


Leu 


Glu 


Ser 


Thr 
385 













<210> 40 
<211> 469 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523743CD1 

<400> 40 



Met 


Ala 


Gly 


Ala 


Ser 


Glu 


Leu 


Gly 


Thr 


Gly 


Pro 


Gly Ala 


Ala 


Gly 


1 








5 










10 








15 


Gly 


Asp 


Gly 


Asp 


Asp 


Ser 


Leu 


Tyr 


Pro 


He 


Ala 


Val Leu 


He 


Asp 










20 










25 








30 


Glu 


Leu 


Arg 


Asn 


Glu 


Asp 


Val 


Gin 


Leu 


Arg 


Leu 


Asn Ser 


He 


Lys 










35 










40 








45 


Lys 


Leu 


Ser 


Thr 


He 


Ala 


Leu 


Ala 


Leu Gly Val 


Glu Arg Thr Arg 










50 










55 








60 


Ser 


Glu 


Leu 


Leu 


Pro 


Phe 


Leu 


Thr 


Asp 


Thr 


He 


Tyr Asp Glu Asp 










65 










70 








75 


Glu 


Val 


Leu 


Leu 


Ala 


Leu 


Ala 


Glu 


Gin Leu Gly 


Asn Phe 


Thr 


Gly 










80 










85 








90 


Leu 


Val 


Gly 


Gly 


Pro Asp 


Phe 


Ala 


His 


Cys 


Leu 


Leu Pro 


Pro 


Leu 










95 










100 








105 


Glu 


Asn 


Leu 


Ala 


Thr 


Val 


Glu 


Glu 


Thr 


Val 


Val 


Arg Asp 


Lys 


Ala 










110 










115 






120 


Val 


Glu 


Ser 


Leu 


Arg 


Gin 


He 


Ser 


Gin 


Glu 


His 


Thr Pro 


Val 


Ala 










125 










130 








135 


Leu 


Glu 


Ala 


Tyr 


Phe 


Val 


Pro 


Leu 


Val 


Lys 


Arg 


Leu Ala 


Ser 


Gly 
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140 14 5 150 

Asp Trp Phe Thr Ser Arg Thr Ser Ala Cys Gly Leu Phe Ser Val 

155 160 165 

Cys Tyr Pro Arg Ala Ser Asn Ala Val Lys Ala Glu He Arg Gin 

170 175 180 

Gin Phe Arg Ser Leu Cys Ser Asp Asp Thr Pro Met Val Arg Arg 

185 19 0 195 

Ala Ala Ala Ser Lys Leu Gly Glu Phe Ala Lys Val Leu Glu Leu 

200 205 210 

Asp Ser Val Lys Ser Glu He Val Pro Leu Phe Thr Ser Leu Ala 

215 220 225 

Ser Asp Glu Gin Asp Ser Val Arg Leu Leu Ala Val Glu Ala Cys 

230 235 240 

Val Ser He Ala Gin Leu Leu Ser Gin Asp Asp Leu Glu Thr Leu 

245 250 255 

Val Met Pro Thr Leu Arg Gin Ala Ala Glu Asp Lys Ser Trp Arcr 

260 265 ~ 270 

Val Arg Tyr Met Val Ala Asp Arg Phe Ser Glu Leu Gin Lys Ala 

275 280 285 

Met Gly Pro Lys He Thr Leu Asn Asp Leu He Pro Ala Phe Gin 

290 295 300 

Asn Leu Leu Lys Asp Cys Glu Ala Glu Val Arg Ala Ala Ala Ala 

305 31 0 315 

His Lys Val Lys Glu Leu Gly Glu Asn Leu Pro He Glu Asp Arg 

320 325 33q 

Glu Thr He He Met Asn Gin He Leu Pro Tyr He Lys Glu Leu 

335 340 345 

Val Ser Asp Thr Asn Gin His Val Lys Ser Ala Leu Ala Ser Val 

350 3 55 360 

He Met Gly Leu Ser Thr He Leu Gly Lys Glu Asn Thr He Glu 

365 370 375 

His Leu Leu Pro Leu Phe Leu Ala Gin Leu Lys Asp Glu Cys Pro 

380 3 85 ~ 390 

Asp Val Arg Leu Asn He He Ser Asn Leu Asp Cys Val Asn Glu 

395 400 405 

Val He Gly He Arg Gin Leu Ser Gin Ser Leu Pro Pro Ala He 

410 415 420 

Val Glu Leu Ala Glu Asp Ala Lys Trp Arg Val Arg Leu Ala He 

T i ^ 425 430 435 

He Glu Tyr Met Pro Leu Leu Ala Gly Gin Leu Gly Val Glu Phe 

440 44 5 ~ 450 

Phe Asp Glu Lys Leu Asn Ser Leu Cys Met Ala Trp Leu Val Asp 

455 460 465 

His Gly Thr Val 4bb 



<210> 41 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc__feature 

<223> Incyte ID No: 7523745CD1 

<400> 41 

Met Gly Cys Val Phe Cys Lys Lys Leu Glu Pro Val Ala Thr Ala 

T „i 5 10 15 

Lys Glu Asp Ala Gly Leu Glu Gly Asp Phe Arg Ser Tyr Gly Ala 

20 25 30 

Ala Asp His Tyr Gly Pro Asp Pro Thr Lys Ala Arg Pro Ala Ser 

35 40 45 

Ser Phe Ala His He Pro Asn Tyr Ser Asn Phe Ser Ser Gin Ala 
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50 






He 


Asn 


Pro 


Gly Phe Leu Asp 


Ser 


Gly 








65 




Gly 


He 


Gly 


Val Thr Leu Phe 


He 


Ala 








80 






Arg 


Thr 


Glu 


Asp Asp Leu Thr 


Phe 


Thr 








95 






He 


Leu 


Asn 


Asn Thr Glu Gly 


Asp 


Trp 








110 






Ser 


Ser Gly 


Lys Thr Gly Cys 


He 


Pro 








125 






Val 


Asp 


Ser 


He Gin Ala Glu 


Asp 


Tyr 








140 







<210> 42 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523757CD1 

<400> 42 



Met 


Glu 


Leu 


Arg Asp Val 


Ser 


Leu 


Gin 


1 






5 








Glu 


Leu 


Leu 


Gin Arg Val 


Gly Ala Gly 








20 








Lys 


Ala 


Arg 


Asp Thr Val 
35 


Thr 


Ser 


Glu 


Val 


Lys 


Leu 


Asp Pro Gly 


Asp 


Asp 


He 








50 








He 


Thr 


He 


Leu Arg Glu 


Cys 


Arg 


His 








65 








He 


Gly 


Ser 


Tyr Leu Arg 


Asn 


Asp Arg 








80 








Phe 


Cys 


Gly 


Gly Gly Ser 


Leu 


Gin 


Glu 








95 








Pro 


Leu 


Glu 


Glu Arg Gin 


He 


Ala 


Tyr 








110 






Lys 


Gly 


Leu 


His His Leu 


His 


Ser 


Gin 








125 








He 


Lys 


Leu 


Thr Leu Gly 


Cys 


Gin 


Ala 








140 









<210> 43 

<211> 653 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523770CD1 

<400> 43 

Met Asp Glu Gin Glu Ala Leu Asn Ser 

1 5 
Ala Leu Gin Met Asn Arg Arg His Arg 
20 

Met Lys Asn Lys Asp Thr Gly His Ser 
35 

Asn Ser Ser Ser Ser Ala Leu Leu Asn 
50 
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55 










60 


Thr 


He 


Arg 


Gly Val 


Ser 


70 










75 


Leu 


Tyr 


Asp 


Tyr 


Glu 


Ala 


85 










90 


Lys 


Gly Glu 


Lys 


Phe 


His 


100 










105 


Trp 


Glu 


Ala 


Arg 


Ser 


Leu 


115 










120 


Ser 


Asn 


Tyr Val 


Ala 


Pro 


130 










135 


He 


Asp 


Gly 








145 













Asp 


Pro 


Arg 


Asp Arg Phe 


10 






15 


Thr 


Tyr 


Gly Asp Val Tyr 


25 






30 


Leu 


Ala 


Ala 


Val Lys He 


40 






45 


Ser 


Ser 


Leu 


Gin Gin Glu 


55 






60 


Pro 


Asn 


Val 


Val Ala Tyr 


70 






75 


Leu 


Trp 


He 


Cys Met Glu 


85 






90 


He 


Tyr 


His 


Ala Thr Gly 


100 






105 


Val 


Cys 


Arg 


Glu Ala Leu 


115 






120 


Gly 


Lys 


He 


His Arg Asp 


130 






135 



Ser 
145 



He 


Met 


Asn Asp 


Leu 


Val 


10 








15 


Met 


Pro 


Gly Tyr 


Glu 


Thr 


25 








30 


Asn 


Arg 


Gin Lys 


Lys 


His 


40 








45 


Ser 


Pro 


Thr Val 


Thr 


Thr 


55 








60 
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Ser Ser 


Cys Ala Gly Ala 


Ser 


Glu Lys Lys 


Lys 


Phe 


Leu 


Ser Asp 






65 






70 










/ j 


Val Arg 


He 


Lys Phe 


Glu 


His 


Asn Gly Glu Arg Arg He 


Tie* 


Ala 






80 






85 










90 


Phe Ser 


Arg 


Pro Val 


Lys 


Tyr 


Glu Asp Val 


Glu 


His 


Lys 


V OLJL 


J. 1J.JL 






95 






100 












Thr Val 


Phe 


Gly Gin 


Pro 


Leu 


Asp Leu His 


Tvr 


Met 


Asn 


Asn 


Glu 






110 






115 










120 


Leu Ser 


He 


Leu Leu 


Lvs 


Asn 


Gin Asn Asn 


Leu 


Asp 


Lys 


Ala 


He 


Asp lie 




125 






130 










135 


Leu 


Asp Arg 


Ser 


Ser 


Ser Met Lys 


Ser 


Leu 


Arg 


He 


Leu 






140 






145 








150 


Leu Leu 


Ser 


Gin Asp 


Arg 


Asn 


His Asn Ser 


Ser 


Ser 


Pro 


His 


Ser 






155 






160 










165 


Gly Val 


Ser 


Arg Gin 


Val 


Arg 


He Lys Ala 


Cpr 


Gin 


Ser Ala Gly 






170 






175 










180 


Asp lie 


Asn 


Thr He 


Tyr 


Gin 


Pro Pro Glu 


Pro 


Arg 


Ser Arg 


His 






185 






190 










195 


Leu Ser 


Val 


Ser Ser 


Gin 


Asn 


Pro Gly Arg 


Ser 


Ser 


Pro 


Pro 


Pro 






200 






205 










210 


Gly Tyr Val 


Pro Glu Arg Gin Gin His He 


Ala 


Arg Gin Gly 


Ser 






215 






220 










225 


Tyr Thr 


Ser 


He Asn 


Ser 


Glu Gly Glu Phe 


He 


Pro 


Glu 


Thr 


Ser 






230 






235 










240 


Glu Gin 


Cys 


Met Leu Asp 


Pro 


Leu Ser Ser 


Ala 


Glu 


Asn 


Ser 


Leu 






245 






250 










255 


Ser Gly 


Ser 


Cys Gin 


Ser 


Leu 


Asp Ser Pro 


Ser 


Phe 


Arg 


Lys 


Ser 






260 






265 






270 


Arg Met 


Ser Arg Ala 


Gin 


Ser 


Phe Pro Asp 


Asn 


Arg 


Gin 


Glu 


Tyr 






275 






280 










285 


Ser Asp 


Arg 


Glu Thr 


Gin 


Leu 


Tyr Asp Lys 


Gly Val 


Lys 


Gly Gly 






290 






295 










300 


Thr Tyr 


Pro Arg Arg 


Tyr 


His 


Val Ser Val 


His 


His 


Lys 


Asp 


Tyr 






305 






310 






315 


Ser Asp Gly Arg Arg Thr 


Phe 


Pro Arg He 


Arg Arg 


His 


Gin 


Gly 






320 






325 










330 


Asn Leu 


Phe 


Thr Leu 


Val 


Pro 


Ser Ser Arg 


Ser 


Leu 


Ser 


Thr 


Asn 






335 






340 










345 


Gly Glu Asn Met Gly Leu Ala Val Gin Tyr 


Leu 


Asp 


Pro 


Arg 


Gly 






350 






355 








360 


Arg Leu 


Arg 


Ser Ala 


Asp 


Ser 


Glu Asn Ala 


Leu 


Ser 


Val 


Gin 


Glu 






365 






370 










375 


Arg Asn Val 


Pro Thr 


Lys 


Ser 


Pro Ser Ala 


Pro 


He 


Asn 


Trp 


Arg 






380 






385 








390 


Arg Gly 


Lys 


Leu Leu 


Gly Gin Gly Ala Phe 


Gly Arg Val 


Tyr 


Leu 






395 






400 








405 


Cys Tyr 


Asp Val Asp 


Thr 


Gly Arg Glu Leu Ala 


Ser 


Lys 


Gin 


Val 


Gin Phe 




410 






415 








420 


Asp 


Pro Asp 


Ser 


Pro 


Glu Thr Ser 


Lys 


Glu 


Val 


Ser 


Ala 






425 






430 










435 


Leu Glu 


Cys 


Glu He 


Gin 


Leu 


Leu Lys Asn 


Leu 


Gin 


His 


Glu Arg 


He Val 




440 






445 










450 


Gin Tyr Tyr Gly Cys Leu Arg Asp Arg Ala Glu Lys Thr 






455 






460 










465 


Leu Thr 


He 


Phe Met 


Glu 


Tyr Met Pro Gly Gly Ser Val 


Lys 


Asp 


Gin Leu 




470 






475 










480 


Lys Ala Tyr Gly Ala Leu Thr Glu 


Ser 


Val 


Thr 


Arg 


Lys 






485 






490 








495 


Tyr Thr Arg Gin He 


Leu 


Glu 


Gly Met Ser 


Tyr 


Leu 


His 


Ser 


Asn 


Met He 




500 






505 








510 


Val 


His Arg Asp 


He 


Lys Gly Ala 


Asn 


He 


Leu 


Arg 


Asp 






515 






520 










525 


Ser Ala 


Gly Asn Val 


Lys 


Leu Gly Asp Phe 


Gly Ala 


Ser 


Lys 


Arg 
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530 








Leu 


Gin 


Thr 


He 


Cys 


Met 


Ser 


Gly Thr 










545 






Gly 


Thr 


Pro 


Tyr 


Trp 
560 


Met 


Ser 


Pro Glu 


Tyr 


Gly 


Arg 


Lys 


Ala 


Asp 


Val 


Trp Ser 










575 






Glu 


Met 


Leu 


Thr 


Glu 


Lys 


Pro 


Pro Trp 










590 






Ala 


Ala 


lie 


Phe 


Lys 
605 


He 


Ala 


Thr Gin 


Pro 


Ser 


His 


He 


Ser 


Glu 


His 


Gly Arg 










620 






Phe 


Val 


Glu 


Ala 


Arg 
635 


Gin 


Arg 


Pro Ser 


His 


His 


Phe 


Ala 


Gin 


Leu 


Met 


Tyr 










650 







<210> 44 

<211> 706 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523919CD1 

<400> 44 

Met Pro Leu Ala Ala Tyr Cys Tyr Leu 

1 5 
Ser Tyr Gly Glu Val Thr Leu Val Lys 
20 

Gin Tyr Leu His Glu Lys His He Leu 
35 

Gin Asn Val Phe Leu Thr Arg Thr Asn 
50 

Leu Gly He Ala Arg Val Leu Glu Asn 
65 

Thr Leu He Gly Thr Pro Tyr Tyr Met 
80 

Asn Lys Pro Tyr Asn Tyr Lys Ser Asp 
95 

Cys Val Tyr Glu Met Ala Thr Leu Lys 
110 

Asp Met Asn Ser Leu Val Tyr Arg He 
125 

Ala Met Pro Arg Asp Tyr Ser Pro Glu 
140 

Thr Met Leu Ser Lys Arg Pro Glu Glu 
155 

He Leu Arg Gin Pro Tyr He Lys Arg 
170 

Glu Ala Thr Lys He Lys Thr Ser Lys 
185 

Asp Ser Gin Ser Lys Pro Phe Ala Thr 
200 

Glu Ser Asn His Glu Val He His Pro 
215 

Gly Ser Gin Thr Tyr He Met Gly Glu 
230 

Glu Lys Pro Arg Ala Ser Gly Leu Leu 
245 

Lys Ala His Thr Cys Lys Gin Asp Leu 
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535 










540 


Gly Met 


Arg 


Ser 


Val 


Thr 


550 










555 


Val 


He 


Ser 


Glv 


Glu Gly 


565 










570 


Leu 


Glv 


Cys 


Thr 


Val 


Val 


580 










585 


Ala 


Glu 


Tyr 


Glu 


Ala 


Met 


595 










600 


Pro 


Thr 


Asn 


Pro 


Gin 


Leu 


610 










615 


Asp 


Phe 


Leu Arg Arg 


He 


625 










630 


Ala 


Glu 


Glu 


Leu 


Leu 


Thr 


640 










645 



Arg Val 


Val 


Gly 


Lys 


Gly 


10 










15 


His 


Arg Arg Asp Gly Lys 


25 










30 


His 


Arg Asp 


Leu 


Lys 


Thr 


40 










45 


He 


He 


Lys 


Val 


Gly Asp 


55 










60 


His 


Cys 


Asp Met 


Ala 


Ser 


70 










75 


Ser 


Pro 


Glu 


Leu 


Phe 


Ser 


85 










90 


Val 


Trp 


Ala 


Leu Gly Cys 


100 










105 


His 


Ala 


Phe 


Asn 


Ala 


Lys 


115 










120 


He 


Glu 


Gly Lys 


Leu 


Pro 


130 










135 


Leu 


Ala 


Glu 


Leu 


He 


Arg 


145 










150 


Arg 


Pro 


Ser 


Val 


Arg 


Ser 


160 










165 


Gin 


He 


Ser 


Phe 


Phe 


Leu 


175 










180 


Asn 


Asn 


He 


Lys 


Asn Gly 


190 










195 


Val 


Val 


Ser 


Gly Glu 


Ala 


205 










210 


Gin 


Pro 


Leu 


Ser 


Ser 


Glu 


220 










225 


Gly Lys 


Cys 


Leu 


Ser 


Gin 


235 










240 


Lys 


Ser 


Pro 


Ala 


Ser 


Leu 


250 










255 


Ser 


Asn 


Thr 


Thr 


Glu 


Leu 
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260 265 270 

Ala Thr He Ser Ser Val Asn He Asp He Leu Pro Ala Lys Gly 

275 280 " 285 

Arg Asp Ser Val Ser Asp Gly Phe Val Gin Glu Asn Gin Pro Arg 

290 295 300 

Tyr Leu Asp Ala Ser Asn Glu Leu Gly Gly He Cys Ser He Ser 

305 310 ~ 315 

Gin Val Glu Glu Glu Met Leu Gin Asp Asn Thr Lys Ser Ser Ala 

320 ~ 325 ~ 330 

Gin Pro Glu Asn Leu He Pro Met Trp Ser Ser Asp He Val Thr 

335 340 ~ 345 

Gly Glu Lys Asn Glu Pro Val Lys Pro Leu Gin Pro Leu He Lys 

350 355 360 

Glu Gin Lys Pro Lys Asp Gin Asp Gin Val Ala Gly Glu Cys He 

365 . 370 375 

He Glu Lys Gin Gly Arg He His Pro Asp Ser Gin Pro His Asn 

380 385 390 

Ser Gly Ser Glu Pro Ser Leu Ser Arg Gin Arg Arg Gin Lys Arg 

395 400 " 405 

Arg Glu Gin Thr Glu His Arg Gly Glu Lys Arg Gin Val Arg Arg 

410 415 420 

Asp Leu Phe Ala Phe Gin Glu Ser Pro Pro Arg Phe Leu Pro Ser 

425 430 435 

His Pro He Val Gly Lys Val Asp Val Thr Ser Thr Gin Lys Glu 

440 445 450 

Ala Glu Asn Gin Arg Arg Val Ala Thr Gly Ser Val Ser Ser Ser 

455 460 465 

Arg Ser Ser Glu Met Ser Ser Ser Lys Asp Arg Pro Leu Ser Ala 

470 475 480 

Arg Glu Arg Arg Arg Leu Lys Gin Ser Gin Glu Glu Met Ser Ser 

485 490 495 

Ser Gly Pro Ser Val Arg Lys Ala Ser Leu Ser Val Ala Gly Pro 

500 505 510 

Gly Lys Pro Gin Glu Glu Asp Gin Pro Leu Pro Ala Arg Arg Leu 

515 520 ~ 525 

Ser Ser Asp Cys Ser Val Thr Gin Glu Arg Lys Gin He His Cys 

530 535 540 

Leu Ser Glu Asp Glu Leu Ser Ser Ser Thr Ser Ser Thr Asp Lys 

545 550 555 

Ser Asp Gly Asp Tyr Gly Glu Gly Lys Gly Gin Thr Asn Glu He 

560 565 570 

Asn Ala Leu Val Gin Leu Met Thr Gin Thr Leu Lys Leu Asp Ser 

575 580 585 

Lys Glu Ser Cys Glu Asp Val Pro Val Ala Asn Pro Val Ser Glu 

590 595 600 

Phe Lys Leu His Arg Lys Tyr Arg Asp Thr Leu He Leu His Gly 

605 610 615 

Lys Val Ala Glu Glu Ala Glu Glu He His Phe Lys Glu Leu Pro 

620 625 ~ 630 

Ser Ala He Met Pro Gly Ser Glu Lys He Arg Arg Leu Val Glu 

635 640 ~ 645 

Val Leu Arg Thr Asp Val He Arg Gly Leu Gly Val Gin Leu Leu 

650 655 660 

Glu Gin Val Tyr Asp Leu Leu Glu Glu Glu Asp Glu Phe Asp Arg 

665 670 675 

Glu Val Arg Leu Arg Glu His Met Gly Glu Lys Tyr Thr Thr Tyr 
680 685 690 

Ser Val Lys Ala Arg Gin Leu Lys Phe Phe Glu Glu Asn Met Asn 
695 700 705 

Phe 
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<z±x> Z*k3 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 7522140CD1 

<400> 45 



Met 


Asp 


Pro 


Thr 


Ala 


Gly 


Ser 


Lys 


Lys Glu Pro Gly Gly 


Gly Ala 


1 








5 








10 


15 


Ala 


Thr 


Glu 


Glu 


Gly 


Val 


Asn 


Arg 


He Ala Val Pro Lys 


Pro Pro 










20 








25 


30 


Ser 


He 


Glu 


Glu 


Phe 


Ser 


He 


Val 


Lys Pro He Ser Arg 


Gly Ala 










35 








40 


45 


Phe 


Gly 


Lys 


Val 


Tyr 


Leu 


Gly 


Gin Lys Gly Gly Lys Leu 


Tyr Ala 










50 








55 


60 


Val 


Lys 


Val 


Val 


Lys 


Lys 


Ala 


Asp Met He Asn Lys Asn 


Met Thr 










65 








70 


75 


His 


Gin 


Val 


Gin 


Ala 


Glu 


Arg 


Asp 


Ala Leu Ala Leu Ser 


Lys Ser 










80 








85 


90 


Pro 


Phe 


He 


Val 


His 


Leu 


Tyr 


Tyr 


Ser Leu Gin Ser Ala 


Asn Asn 










95 








100 


105 


Val 


Tyr 


Leu 


Val 


Met 


Glu 


Tyr 


Leu 


He Gly Gly Asp Val 


Lys Ser 










110 








115 


120 


Leu 


Leu 


His 


lie 


Tyr 


Gly 


Tyr 


Phe Asp Glu Glu Met Ala 


Val Lys 










125 








130 


135 


Tyr 


He 


Ser 


Glu 


Val 


Ala 


Leu 


Ala 


Leu Asp Tyr Leu His 


Arg His 










140 








145 


150 


Gly 


He 


He 


His 


Arg 


Asp 


Leu 


Lys 


Pro Asp Asn Met Leu 


He Ser 










155 








160 


165 


Asn 


Glu 


Gly 


His 


He 


Lys 


Leu 


Thr 


Asp Phe Gly Leu Ser 


Lys Val 










170 








175 


180 


Thr 


Leu 


Asn 


Arg 


Gly 


Leu 


Glu 


Thr 


Val Ala Ser Asn Pro 


Gly Met 










185 








190 


195 


Pro 


Val 


Lys 


Cys 


Leu 


Thr 


Ser 


Asn 


Leu Leu Gin Ser Arg 


Lys Arg 










200 








205 


210 


Leu 


Ala 


Thr 


Ser 


Ser 


Ala 


Ser 


Ser 


Gin Ser His Thr Phe 


lie Ser 










215 








220 


225 


Ser 


Val 


Glu 


Ser 


Glu 


Cys 


His 


Ser 


Ser Pro Lys Trp Glu 


Lys Asp 










230 








235 


240 


Cys 


Gin 


Val 

















<210> 46 

<211> 416 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522525CD1 

<400> 46 



Met 


He 


Ser 


Phe 


Cys 


Pro 


Asp 


Cys 


Gly Lys 


Ser 


lie 


Gin 


Ala 


Ala 


1 








5 










10 










15 


Phe 


Lys 


Phe 


Cys 


Pro 


Tyr 


Cys 


Gly Asn 


Ser 


Leu 


Pro 


Val 


Glu 


Glu 










20 










25 










30 


His 


Val 


Gly Ser 


Gin 


Thr 


Phe 


Val 


Asn 


Pro 


His 


Val 


Pro 


Ser 


Phe 










35 










40 










45 


Gin Gly Ser 


Lys 


Arg 


Gly Leu Asn 


Ser 


Ser 


Phe 


Glu 


Thr 


Ser 


Pro 










50 










55 










60 


Lys 


Lys 


Val 


Lys 


Trp 


Ser 


Ser 


Thr 


Val 


Thr 


Ser 


Pro 


Arg 


Leu 


Ser 
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65 70 75 

Leu Phe Ser Asp Gly Asp Ser Ser Glu Ser Glu Asp Thr Leu Ser 
80 85 90 

Ser Ser Glu Arg Ser Lys Gly Thr Val Leu Thr Asp Lys Ser Gly 
95 100 " 105 

Arg Gin Trp Lys Leu Lys Ser Phe Gin Thr Arg Asp Asn Gin Gly 

HO 115 120 

He Leu Tyr Glu Ala Ala Pro Thr Ser Thr Leu Thr Cys Asp Ser 

125 130 135 

Gly Pro Gin Lys Gin Lys Phe Ser Leu Lys Leu Asp Ala Lys Asp 

140 145 150 

Gly Arg Leu Phe Asn Glu Gin Asn Phe Phe Gin Arg Ala Ala Lys 

155 160 165 

Pro Leu Gin Val Asn Lys Trp Lys Lys Leu Tyr Ser Thr Pro Leu 

170 175 180 

Leu Ala He Pro Thr Cys Met Gly Phe Gly Val His Gin Asp Lys 

185 190 195 

Tyr Arg Phe Leu Val Leu Pro Ser Leu Gly Arg Ser Leu Gin Ser 

200 205 " 210 

Ala Leu Asp Val Ser Pro Lys His Val Leu Ser Glu Arg Ser Val 

215 220 225 

Leu Gin Val Ala Cys Arg Leu Leu Asp Ala Leu Glu Phe Leu His 

230 235 240 

Glu Asn Glu Tyr Val His Gly Asn Val Thr Ala Glu Asn He Phe 

245 250 255 

Val Asp Pro Glu Asp Gin Ser Gin Val Thr Leu Ala Gly Tyr Gly 

260 265 270 

Phe Ala Phe Arg Tyr Cys Pro Ser Gly Lys His Val Ala Tyr Val 

275 280 285 

Glu Gly Ser Arg Ser Pro His Glu Gly Asp Leu Glu Phe He Ser 

290 295 300 

Met Asp Leu His Lys Gly Cys Gly Pro Ser Arg Arg Ser Asp Leu 

305 310 315 

Gin Ser Leu Gly Tyr Cys Met Leu Lys Trp Leu Tyr Gly Phe Leu 

320 325 330 

Pro Trp Thr Asn Cys Leu Pro Asn Thr Glu Asp He Met Lys Gin 

335 340 345 

Lys Gin Lys Phe Val Asp Lys Pro Gly Pro Phe Val Gly Pro Cys 

350 355 ~ 360 

Gly His Trp He Arg Pro Ser Glu Thr Leu Gin Lys Tyr Leu Lys 

365 370 " 375 

Val Val Met Ala Leu Thr Tyr Glu Glu Lys Pro Pro Tyr Ala Met 

380 385 390 

. Leu Arg Asn Asn Leu Glu Ala Leu Leu Gin Asp Leu Arg Val Ser 

395 400 ^ 405 

Pro Tyr Asp Pro He Gly Leu Pro Met Val Pro 

410 415 

<210> 47 

<211> 839 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 7525355CD1 

<400> 47 

Met Glu Thr Cys Ala Gly Pro His Pro Leu Arg Leu Phe Leu Cys 
1 5 10 15 

Arg Met Gin Leu Cys Leu Ala Leu Leu Leu Gly Pro Trp Arg Pro 
20 25 ^ 30 

Gly Thr Ala Glu Glu Val He Leu Leu Asp Ser Lys Ala Ser Gin 
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35 40 45 

Ala Glu Leu Gly Trp Thr Ala Leu Pro Ser Asn Gly Trp Glu Glu 
50 55 60 

lie Ser Gly Val Asp Glu His Asp Arg Pro lie Arg Thr Tyr Gin 
65 70 75 

Val Cys Asn Val Leu Glu Pro Asn Gin Asp Asn Trp Leu Gin Thr 
80 85 90 

Gly Trp lie Ser Arg Gly Arg Gly Gin Arg lie Phe Val Glu Leu 
95 100 105 

Gin Phe Thr Leu Arg Asp Cys Ser Ser lie Pro Gly v Ala Ala Gly 
110 115 120 

Thr Cys Lys Glu Thr Phe Asn Val Tyr Tyr Leu Glu Thr Glu Ala 
125 130 135 

Asp Leu Gly Arg Gly Arg Pro Arg Leu Gly Gly Ser Arg Pro Arg 
140 145 150 

Lys He Asp Thr He Ala Ala Asp Glu Ser Phe Thr Gin Gly Asp 
155 160 165 

Leu Gly Glu Arg Lys Met Lys Leu Asn Thr Glu Val Arg Glu He 
170 175 180 

Gly Pro Leu Ser Arg Arg Gly Phe His Leu Ala Phe Gin Asp Val 
185 190 195 

Gly Ala Cys Val Ala Leu Val Ser Val Arg Val Tyr Tyr Lys Gin 
200 205 210 

Cys Arg Ala Thr Val Arg Gly Leu Ala Thr Leu Pro Ala Thr Ala 
215 220 225 

Ala Glu Ser Ala Phe Ser Thr Leu Val Glu Val Ala Gly Thr Cys 
230 235 240 

Val Ala His Ser Glu Gly Glu Pro Gly Ser Pro Pro Arg Met His 
245 250 255 

Cys Gly Ala Asp Gly Glu Trp Leu Val Pro Val Gly Arg Cys Ser 
260 265 270 

Cys Ser Ala Gly Phe Gin Glu Arg Gly Asp He Cys Glu Ala Pro 
275 280 285 

Trp Glu Glu Asp Glu He Arg Arg Asp Arg Val Glu Pro Gin Ser 
290 295 300 

Val Ser Leu Ser Trp Arg Glu Pro He Pro Ala Gly Ala Pro Gly 
305 310 315 

Ala Asn Asp Thr Glu Tyr Glu He Arg Tyr Tyr Glu Lys Gly Gin 
320 325 330 

Ser Glu Gin Thr Tyr Ser Met Val Lys Thr Gly Ala Pro Thr Val 
335 340 345 

Thr Val Thr Asn Leu Lys Pro Ala Thr Arg Tyr Val Phe Gin He 
350 355 360 

Arg Ala Ala Ser Pro Gly Pro Ser Trp Glu Ala Gin Ser Phe Asn 
365 370 375 

Pro Ser He Glu Val Gin Thr Leu Gly Glu Ala Ala Ser Gly Ser 
380 385 390 

Arg Asp Gin Ser Pro Ala He Val Val Thr Val Val Thr He Ser 
395 400 405 

Ala Leu Leu Val Leu Gly Ser Val Met Ser Val Leu Ala He Trp 
410 415 420 

Arg Arg Pro Cys Ser Tyr Gly Lys Gly Gly Gly Asp Ala His Asp 
425 430 435 

Glu Glu Glu Leu Tyr Phe His Phe Lys Val Pro Thr Arg Arg Thr 
440 445 450 

Phe Leu Asp Pro Gin Ser Cys Gly Asp Leu Leu Gin Ala Val His 
455 460 465 

Leu Phe Ala Lys Glu Leu Asp Ala Lys Ser Val Thr Leu Glu Arg 
470 475 480 

Ser Leu Gly Gly Gly Arg Phe Gly Glu Leu Cys Cys Gly Cys Leu 
485 490 495 

Gin Leu Pro Gly Arg Gin Glu Leu Leu Val Ala Val His Met Leu 
500 505 510 
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Arg 


Asp 


Ser 


Ala 


Ser 


Asp 


Ser 


Gin 


Arg 










515 










Ala 


Leu 


Thr 


Leu 


Gly 


Gin 


Phe 


Asp 


His 










530 








Glu 


Gly 


Val 


Val 


Thr 


Arg 


Gly 


Ser 


Thr 










545 










Tyr 


Met 


Ser 


His 


Gly 


Ala 


Leu 


Gly 


Gly 










560 










Gly 


Gin 


Leu Val 


Ala 


Gly 


Gin 


Leu 


Met 










575 










Ala 


Ser 


Ala 


Met 


Lys 


Tyr 


Leu 


Ser 


Glu 










590 










Gly 


Leu 


Ala 


Ala 


Arg 


His 


Val 


Leu 


Val 










605 










Lys 


He 


Ser Gly 


Phe 


Gly 


Arg 


Gly 


Pro 










620 










Val 


Tyr 


Thr 


Thr 


Met 


Ser 


Gly 


Arg 


Ser 










635 










Pro 


Glu 


Thr 


Leu 


Gin 


Phe 


Gly 


His 


Phe 










650 










Trp 


Ser 


Phe Gly 


He 


He 


Met 


Trp 


Glu 










665 










Arg 


Pro 


Tyr 


Trp 


Asp 


Met 


Ser 


Gly 


Gin 










680 










Glu 


Asp 


Gly Phe 


Arg 


Leu 


Pro 


Pro 


Pro 










695 










Leu 


His 


Arg 


Leu 


Met 


Leu 


Asp 


Cys 


Trp 










710 










Arg 


Pro 


Arg 


Phe 


Ser 


Gin 


He 


His 


Ser 










725 










Gin 


Asp 


Pro 


Glu 


Pro 


Pro 


Lys 


Cys 


Ala 










740 










Pro 


Pro 


Thr 


Pro 


Leu 


Ala 


Asp 


Arg 


Ala 










755 










Phe 


Gly 


Ser 


Val 


Gly 


Ala 


Trp 


Leu 


Glu 










770 










Tyr 


Lys 


Asp 


Ser 


Phe 


Ala 


Ala 


Ala 


Gly 










785 










Val 


Ala 


Glu 


Met 


Thr 


Ala 


Gin 


Asp 


Leu 










800 








Leu 


Ala 


Glu 


His 


Arg 


Glu 


Ala 


Leu 


Leu 










815 










Gin 


Ala 


Arg Val 


Leu 


Gin 


Leu 


Gin 


Gly 



830 

<210> 48 

<211> 1384 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7524443CD1 

<400> 48 



Met Ala Asn Asp 
1 


Ser 
5 


Pro 


Ala 


Lys 


Ser 


Ser Ser Leu Arg 


Asp 


Pro 


Ala 


Gly 


He 




20 










Val Gly Asn Gly 


Thr 


Tyr 


Gly 


Gin 


Val 




35 










Lys Thr Gly Gin 


Leu 


Ala 


Ala 


He 


Lys 




50 
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Leu 


Gly 


Phe 


Leu 


Ala 


Glu 


520 










525 


Ser 


His 


He 


Val 


Arg 


Leu 


535 










540 


Leu 


Met 


He 


Val 


Thr 


Glu 


550 










555 


Phe 


Leu 


Arg 


Arg 


His 


Glu 


565 










570 


Gly 


Leu 


Leu 


Pro 


Gly 


Leu 


580 










585 


Met 


Gly 


Tyr 


Val 


His 


Arg 


595 










600 


Ser 


Ser 


Asp 


Leu 


Val 


Cys 


610 










615 


Arg 


Asp 


Arg 


Ser 


Glu 


Ala 


625 










630 


Pro 


Ala 


Leu 


Trp 


Ala 


Ala 


640 










645 


Ser 


Ser 


Ala 


Ser 


Asp 


Val 


655 










660 


Val 


Met 


Ala 


Phe 


Gly 


Glu 


670 










675 


Asp 


Val 


He 


Lys 


Ala 


Val 


685 










690 


Arg 


Asn Cys 


Pro 


Asn 


Leu 


700 










705 


Gin 


Lys 


Asp 


Pro 


Gly 


Glu 


715 










720 


He 


Leu 


Ser 


Lys 


Met 


Val 


730 










735 


Leu 


Thr 


Thr 


Cys 


Pro 


Arg 


745 










750 


Phe 


Ser 


Thr 


Phe 


Pro 


Ser 


760 










765 


Ala 


Leu Asp 


Leu 


Cys 


Arg 


775 










780 


Tyr 


Gly Ser 


Leu 


Glu 


Ala 


790 










795 


Val 


Ser 


Leu 


Gly 


He 


Ser 


805 










810 


Ser 


Gly He 


Ser 


Ala 


Leu 


820 










825 


vjj.n 


Gly Val 


Gin 


Val 




835 












Leu 


Val 


Asp 


J__Le 


Asp 


Leu 


10 










15 


Phe 


Glu 


Leu 


Val 


Glu 


Val 


25 










30 


Tyr 


Lys 


Gly 


Arg 


His 


Val 


40 










45 


Val 


Met 


Asp 


Val 


Thr 


Glu 

a a 
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Glu 


Glii 


TVX 


Ser 


His 


Lys 


Lvs 


Glv 


Glu 


Phe 


Cys 


Lys 


Glv 


Asn 


Glu 


lie 


Leu 


His 


Arg 


Asp 


Glu 


Val 


Lys 


-JL I IX 


V al 


m v 

Var A_y 


Ala 




r«1 n 

VJJ J_ LI 


Asp 


Tvr 


Arg 


Met 


Ala 


Glu 


AT a 


T iPi i 




Lys 


Lys 


Trr> 


Val 


Lys 


Asn 


His 


Pro 


Phe 


Gin 


Leu 


Lys 


T Arc! 


■rt-O fcj 


b JL LI 


b JL U. 


V7X LL 
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Pro 


Gin 


Phe 


Asn 


Ser 


Leu 


Val 


Gly 





470 




Gin 


Gin 


Leu 




485 




Arg 


Pro 


His 




500 




Glu 


Arg 


Ser 




515 




Tyr 


Glu 


Pro 




530 




Leu 


Lys 


Asn 




545 




Asp 


Pro 


Ser 




560 




Pro 


Cys 


Pro 




575 




Ser 


Lys 


Ser 




590 




Ser 


Asp 


Ser 




605 




Ser 


Arg 


Ser 




620 




Ser 


Gly 


Gin 




635 




Ser 


He 


Glu 




650 




Pro 


Arg 


Pro 




665 




Ser 


Gin 


Pro 




680 




Arg 


Phe 


Arg 




695 




Gin 


Arg 


Leu 




710 




Val 


Phe 


Arg 




725 




Glu 


Leu 


Arg 




740 




Asp 


Tyr 


Ser 




755 




Asp 


Asp 


Asp 




770 




Pro 


Glu 


Asp 




785 




Glu 


Thr 


Glu 




800 




Ser 


Glu 


Pro 




815 




Arg 


Gin 


Thr 




830 




Ser 


Ser 


Ser 




845 




Ser 


Pro 


Ser 




860 




Cys 


Asp 


Gly 




875 




Lys 


Gly 


Ser 




890 




Ser 


Asp 


Thr 




905 




Glu 


He 


Leu 




920 




Thr 


Glu 


Ser 




935 





Leu 


Gin 


Glu 


Pro 


Gin 


His 


Lys 


Pro 


Ser 


Ala 


Asp 


Arg 


Asn 


Val 


Ser 


Pro 


Lys 


.Phe 


Pro 


Ser 


Arg 


Glu 


Ala 


Pro 


Asp 


Glu 


Val 


Pro 


Val 


Leu 


Gin 


Asn 


Ser 


Pro 


Arg 


Leu 


Gly 


Ser 


Gly 


Gly 


Ser 


His 


Val 


Arg 


Ser 


Glu 


Asn 


Ala 


Pro 


Leu 


Lys 


Ala 


Val 


Glu 


Ser 


Ser 


Ser 


Val 


Glu 


Gin 


Thr 


Arg 


Ala 


Ser 


Val 


Lys 


Ala 


Met 


Thr 


Gin 


Ser 


Ala 


Phe 


Thr 


Pro 


Ser 


Gly 


Thr 


Met 


Arg 


Pro 


Val 


Val 


Asn 


Pro 


Glu 


He 


Cys 


Ala 


Ala 


Gly 


Leu 


Met 



475 






Gin 


Ala 


Met 


490 






Ser 


Gin 


Gin 


505 






Phe 


His 


Ala 


520 






Ala 


Arg 


Glu 


535 






Pro 


Val 


Ser 


550 






Ala 


His 


His 


565 






Ser 


Glu 


Val 


580 






Asp 


Pro 


Thr 


595 






Pro 


Pro 


Arg 


610 






Ser 


Arg 


Arg 


625 






Gin 


Ala 


Gly 


640 






Leu 


Trp 


Glu 


655 






Ser 


Ser 


Ser 


670 






Pro 


Gly 


Ser 


685 






Ser 


Ser 


Lys 


700 






Val 


Lys 


Lys 


715 






Pro 


Ala 


Asp 


730 






Asp 


Val 


Arg 


745 






Glu 


Glu 


Ser 


760 






Glu 


Gly 

J: 


Ala 


775 






Ala 


Ser 


Ser 


790 






Thr 


Met 


He 


805 






Pro 


Ser 


Lys 


820 






Ser 


Ser 


Thr 


835 






Phe 


He 


Asp 


850 






Thr 


Val 


Thr 


865 






Glu 


Ala 


He 


880 






Val 


Asn 


Pro 


895 






Arg 


Lys 


Tyr 


910 






Leu 


Trp 


Gly 


925 






Leu 


Leu 


Asp 


940 











480 


Leu 


Leu 


His 






495 


Pro 


Pro 


Pro 






510 


Pro 


Glu 


Pro 






525 


Trp 


Ser 


His 






540 


Arg 


Ser 


His 






555 


His 


Leu 


Arg 






570 


Leu 


Ser 


Gin 






585 


Gin 


Lys 


Ala 






600 


Val 


Pro 


Val 






615 


Asp 


Ser 


Pro 






630 


Gin 


Arg 


Asn 






645 


Arg 


Val 


Glu 






660 


Gly 


Ser 


Ser 






675 


Gin 


Ser 


Gly 






690 


Ser 


Glu 


Gly 






705 


Pro 


Glu 


Asp 






720 


Leu 


Thr 


Ala 






735 


Pro 


Pro 


His 






750 


Gly 


Thr 


Thr 






765 


Asp 


Glu 


Ser 






780 


Leu 


Asn 


Leu 






795 


Val 


His 


Asp 






810 


Glu 


Gly 


Thr 






825 


Leu 


Gin 


Lys 






840 


Pro 


Arg 


Leu 






855 


Ser 


Val 


Val 






870 


Arg 


Gin 


Asp 






885 


Thr 


Asn 


Thr 






900 


Lys 


Lys 


Arg 






915 


Val 


Asn 


Leu 






930 


Arg 


Ser 


Gly 






945 
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Gin 


Gly 


Lys 


Val Tyr 








950 


Met 


Asp 


Val 


Leu Glu 








965 


Lys 


Lys 


Asp 


Lys Leu 








980 


Lys 


lie 


Leu 


His Asn 








995 


Thr 


Thr 


Val 


Gly Asp 








1010 


Lys 


Tyr 


Glu 


Arg He 








1025 


Val 


Glu 


Val 


Tyr Ala 








1040 


Ala 


Phe 


Lys 


Ser Phe 








1055 


Asp 


Leu 


Thr 


Val Glu 








1070 


Ser 


Cys 


Ala 


Gly Phe 








1085 


Tyr 


Asp 


He 


Tyr Leu 








1100 


His 


Ala 


lie 


He He 








1115 


Val 


Cys 


Tyr 


Glu Asp 








1130 


lie 


Thr 


Lys 


Asp Val 








1145 


Val 


Ala 


Tyr 


He Arg 








1160 


Ala 


He 


Glu 


He Arg 








1175 


Phe 


Met 


His 


Lys Arg 








1190 


Asn 


Asp 


Lys 


Val Phe 








1205 


Gin 


Val 


Tyr 


Phe Met 



1220 
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<400> 50 



Met 


Gly 


Arg 


Gly 


Met 


1 








5 


He 


Gin 


Ala 


Lys 


Asp 










20 


Glu 


Glu 


Asn 


Leu 


Gin 










35 


Val 


Glu 


Phe 


Leu 


Gly 










50 


Asn 


Tyr 


Arg 


Leu 


His 










65 


Pro 


Leu 


Arg 


Met 


He 










80 


Leu 


His 


He 


Ser 


Cys 



Pro 


Leu 


He 


Asn Arg 








955 


Gly 


Leu 


Asn 


Val Leu 








970 


Arg 


Val 


Tyr 


Tyr Leu 








985 


Asp 


Pro 


Glu 


Val Glu 








1000 


Leu 


Glu 


Gly 


Cys Val 








1015 


Lys 


Phe 


Leu 


Val He 








1030 


Trp 


Ala 


Pro 


Lys Pro 








1045 


Gly 


Glu 


Leu 


Val His 








1060 


Glu 


Gly 


Gin 


Arg Leu 








1075 


His 


Ala 


Val 


Asp Val 








1090 


Pro 


Thr 


His 


He Gin 








1105 


Leu 


Pro 


Asn 


Thr Asp 








1120 


Glu 


Gly 


Val 


Tyr Val 








1135 


Val 


Leu 


Gin 


Trp Gly 








1150 


Ser 


Asn 


Gin 


Thr Met 








1165 


Ser 


Val 


Glu 


Thr Gly 








1180 


Ala 


Gin 


Arg 


Leu Lys 








1195 


Phe 


Ala 


Ser 


Val Arg 








1210 


Thr 


Leu 


Gly 


Arg Thr 








1225 



7524957CD1 



Gly 


Glu 


Glu 


Gly 


Pro 










10 


Leu 


Phe 


Pro 


Pro 


Lys 










25 


Val 


Pro 


Phe 


Thr 


Val 










40 


Arg 


Ala 


Ala 


Asp 


Ala 










55 


He 


Lys 


Phe 


Lys 


Asp 










70 


Asp 


Ser 


Val 


Glu 


Ser 










85 


Lys 


Asp 


Ser 


Lys 


Val 



Arg 


Arg 


Phe 


Gin Gin 








960 


Val 


Thr 


He 


Ser Gly 








975 


Ser 


Trp 


Leu 


Arg Asn 








990 


Lys 


Lys 


Gin 


Gly Trp 








1005 


His 


Tyr 


Lys 


Val Val 








1020 


Ala 


Leu 


Lys 


Ser Ser 








1035 


Tyr 


His 


Lys 


Phe Met 








1050 


Lys 


Pro 


Leu 


Leu Val 








1065 


Lys 


Val 


He 


Tyr Gly 








1080 


Asp 


Ser 


Gly 


Ser Val 








1095 


Cys 


Ser 


He 


Lys Pro 








1110 


Gly 


Met 


Glu 


Leu Leu 








1125 


Asn 


Thr 


Tyr 


Gly Arg 








1140 


Glu 


Met 


Pro 


Thr Ser 








1155 


Gly 


Trp 


Gly 


Glu Lys 








1170 


His 


Leu 


Asp 


Gly Val 








1185 


Phe 


Leu 


Cys 


Glu Arg 








1200 


Ser 


Gly 


Gly 


Ser Ser 








1215 


Ser 


Leu 


Leu 


Ser Trp 








1230 



Pro 


Ser 


Leu 


Glu 


Tyr 










15 


Glu 


Leu 


Val 


Lys 


Glu 










30 


Leu 


Gin 


Gly 


Glu 


Gly 










45 


Leu 


He 


Ala 


He 


Ser 










60 


Ser 


Val 


He 


Asn 


Val 










75 


Arg 


Asp 


Met 


Phe 


Gin 










90 


Val 


Arg 


Cys 


His 


Phe 
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Ser 


Thr 


Phe 


Ala 


Thr 


Ala 


Tyr 


His 


Ala 


His 


Leu 


Cys 


Glu 


Leu 


Ala 


Ser 


His 


He 


Lys 


Leu 


Leu 


Val 


Ala 


Ser 


Arg 


His 


Leu 


Glu 


He 


Ser 


Val 


Thr 


Ser 


Ala 


Thr 


Gly 


Ala 


Cys 


Asp 


Val 


Glu 


Ser 


Arg 


Ser 


Tyr 


Cys 


Glu 


Cys 


Gly 


Met 


Ala 


Arg 


Ala 


Val 


Ala 


Leu 


Glu 


Lys 


Ala 


Ala 


Pro 


Val 


Leu 


He 


Val 


Ala 


Leu 


Glu 


Gly 


Gly 


His 


Lys 


Asp 


Gin 


Asn 


Val 


His 


Gin 


Glu 


Ala 


Phe 


Tyr 


Gly 


Thr 


Asn 


He 


Tyr 


Gly 


Asn 


Lys 


Met 


Val 


Leu 





95 




Lys 


Gin 


Cys 




110 




Arg 


Pro 


Ala 




125 




Trp 


Cys 


Leu 




140 




Gin 


Pro 


Gly 




155 




Arg 


Met 


Gly 




170 




Asn 


Ser 


Asn 




185 




Val 


Pro 


Val 




200 




Phe 


Arg 


Ser 




215 




Arg 


Asn 


Gly 




230 




Trp 


Trp 


Gly 




245 




He 


Ala 


Lys 




260 




Gly 


Ser 


Leu 




275 




Ala 


Asp 


Phe 




290 




Thr 


Ala 


Ala 




305 




Thr 


Ala 


Ala 




320 




Glu 


Glu 


Tyr 




335 




Asn 


He 


His 




350 




Cys 


Ser 


Gin 




365 




Ser 


Thr 


Lys 




380 




Val 


Leu 


Val 




395 




Val 


His 


Cys 




410 




Leu 


Ala 


Lys 




425 




Phe 


Gin 


Val 




440 




Phe 


Gly 


Asp 




455 




Glu 


Gin 


Cys 




470 




Leu 


Leu 


Lys 




485 




Leu 


Val 


Lys 




500 




Phe 


Leu 


Ala 




515 




Lys 


Arg 


Thr 




530 




Asn 


Phe 


His 




545 




His 


Pro 


Val 




560 





Gin 


Glu 


Trp 


Lys 


Pro 


Glu 


Gly 


Leu 


Thr 


Glu 


His 


He 


Phe 


Asp 


Leu 


Tyr 


Lys 


Leu 


Trp 


He 


Thr 


Trp 


Lys 


Arg 


Ala 


Ala 


He 


Trp 


Arg 


Asn 


Ala 


Cys 


Ala 


Ser 


Thr 


Gly 


Asp 


Ser 


Ser 


Pro 


Gin 


Lys 


Val 


Ala 


Asn 


Tyr 


Pro 


Asn 


Ala 


He 


Arg 


Met 


Pro 


Asp 


Trp 


Leu 


Gin 


Ala 


Asn 


Thr 


Ser 


Asp 


Gly 


He 


Leu 


Leu 


Leu 


Val 


Glu 


Arg 


Cys 


Gly 


Pro 


Val 


Phe 


Gin 


Phe 


Ala 


Leu 


Val 


Gin 


Asn 


Asn 


Pro 


Cys 


Ser 


Val 


Asn 


Phe 


Leu 


Cys 


His 


Val 



100 






Leu 


Ser 


Arg 


115 






Asp 


Leu 


Phe 


130 






Glu 


Glu 


Asp 


145 






Arg 


Cys 


Arg 


160 






Gin 


Asn 


Val 


175 






Cys 


Pro 


Ser 


190 






Asp 


Lys 


Glu 


205 






He 


Pro 


Val 


220 






Ala 


Arg 


Cys 


235 






Ala 


Asp 


Asp 


250 






Leu 


Asp 


Pro 


265 






Asn 


Asn 


Asp 


280 






Leu 


Thr 


Ala 


295 






Leu 


Leu 


He 


310 






Arg 


Ala 


Lys 


325 






Cys 


Glu 


Val 


340 






Asn 


Ser 


Phe 


355 






Pro 


Ser 


Asn 


370 






His 


Leu 


Ser 


385 






Val 


Asp 


Arg 


400 






Trp 


Asp 


Arg 


415 






Asp 


Pro 


Tyr 


430 






Ser 


Asp 


Trp 


445 






His 


Gin 


Glu 


460 






Leu 


Gin 


Trp 


475 






Cys 


Leu 


Phe 


490 






His 


Thr 


Tyr 


505 






Cys 


Glu 


Arg 


520 






Trp 


Ala 


Leu 


535 






Tyr 


Thr 


Pro 


550 






Arg 


Ala 


Leu 


565 











105 


Leu 


Ser 


Arg 






120 


Ala 


Phe 


Ala 






135 


Gin 


His 


Thr 






150 


Gin 


Glu 


Ala 






165 


Trp 


Arg 


Val 






180 


Tyr 


Pro 


Gin 






195 


Leu 


Glu 


Asn 






210 


Val 


Val 


Tyr 






225 


Ser 


Gin 


Pro 






240 


Glu 


Tyr 


Leu 






255 


Gly 


Thr 


Arg 






270 


Thr 


Ser 


Glu 






285 


Cys 


Ser 


Gly 






300 


Leu 


Asp 


Ala 






315 


Gly 


Gly 


Gly 






330 


Val 


Phe 


Met 






345 


Gin 


Tyr 


Leu 






360 


Trp 


Leu 


Ser 






375 


Val 


Met 


Leu 






390 


Glu 


Gly 


Arg 






405 


Thr 


Pro 


Gin 






420 


Tyr 


Arg 


Thr 






435 


Leu 


Asp 


Phe 






450 


Asn 


Val 


Glu 






465 


Leu 


Asp 


Ser 






480 


Glu 


Phe 


Asn 






495 


Ser 


Cys 


Leu 






510 


Glu 


Lys 


Arg 






525 


Leu 


Arg 


Ala 






540 


Ser 


Ser 


Asp 






555 


His 


Leu 


Trp 






570 
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Thr 


Ala 


Val 


Tyr 


Leu 
575 


Glu 


Asn 


Met 


Asp 


Leu 
590 


Phe 


Ser 


Gly 


Arg 


Ser 
605 


Asp 


Asp 


Leu 


Leu 


Ser 
620 


Thr 


Ser 


Ser 


Asp 


Pro 
635 


Val 


Gly 


Leu 


Glu 


Pro 
650 


Ser 


Phe 


Val 


Asp 


Ser 
665 


Glu 


Val 


Gly 


Leu 


Pro 
680 


Leu 


Ser 


Asn 


Lys 


Pro 
695 


Tyr 


Lys 


Leu 


Leu 


Asn 
710 


Thr 


Ser 


Asp 


Pro 


Glu 
725 


Ala 


Pro 


Asp 


Pro 


Ser 
740 


Gly 


He 


Gly 


Glu 


Pro 
755 


Ser 


Ala 


Leu 


Ser 


Lys 
770 


Asn 


Phe 


Pro 


Glu 


Ser 
785 


Gin 


Ala 


Gin 


Pro 


Asp 
800 


Leu 


Asp 


His 


Ser 


Leu 
815 


Cys 


Gin 


Thr 


Pro 


Leu 
830 


Pro 


Ser 


Gly 


Ser 


Val 
845 


Ser 


Val 


Pro 


Asp 


Leu 
860 


Gly 


Asn 


Asn 


Arg 


Asn 
875 


Lys 


Met 


Pro 


Leu 


Glu 
890 


He 


Ser 


Glu 


Phe 


Ser 
905 


Gly 


Met 


Val 


Thr 


Ser 
920 


Leu 


Leu 


Ser 


Tyr 


Gly 
935 


Met 


Arg 


Ala 


Thr 


Gly 
950 


Glu 


Gly 


Val 


Lys 


Ser 
965 


Cys 


Thr 


Gly 


Pro 


Gly 
980 


Pro 


Lys 


Gin 


Val 


Ser 
995 


Ser 


Pro 


Val 


Pro 


Pro 








1010 


Pro 


Thr 


Asp 


Val 


He 








1025 


Tyr 


Lys 


Gin 


Glu 


Val 



Pro 


Ala 


Ser 


Ser 


Pro 
580 


Tyr 


Leu 


Ser 


Pro 


Val 
595 


Leu 


Asp 


Arg 


Leu 


Pro 
610 


Ala 


Cys 


Asp 


Thr 


Ser 
625 


Asn 


Leu 


Asn 


Asn 


His 
640 


Trp 


His 


Ser 


Asn 


Pro 
655 


Gly 


Val 


Gly 


Gly 


Pro 
670 


Pro 


Pro 


Leu 


Pro 


Ser 
685 


Phe 


Lys 


Ser 


His 


Lys 
700 


Thr 


Ala 


Val 


Pro 


Arg 
715 


He 


Lys 


Val 


Leu 


Glu 
730 


Ala 


Gin 


Asp 


Glu 


Leu 
745 


Pro 


Glu 


His 


Cys 


Pro 
760 


Val 


He 


Ser 


Asn 


Lys 
775 


Ser 


Gin 


Asn 


Ser 


Pro 
790 


Ser 


Met 


Leu 


Gly 


Val 
805 


Ser 


Thr 


Val 


Cys 


Asn 
820 


Asp 


.Pro 


Ser 


Thr 


Asp 
835 


Ala 


Ser 


He 


Ser 


His 
850 


Thr 


His 


Gly 


Glu 


Glu 
865 


Gly 


Gin 


Leu 


Leu 


Glu 
880 


Leu 


Val 


Arg 


Lys 


Pro 
895 


Phe 


Leu 


Gly 


Ser 


Asn 
910 


Phe 


Pro 


Ser 


Gly 


Glu 
925 


Cys 


Cys 


Ser 


Lys 


Arg 
940 


Pro 


Cys 


Phe 


Gly 


Gly 
955 


Pro 


Val 


Cys 


Ser 


Ser 
970 


Gly 


Lys 


Asn 


Gin 


Met 
985 


Ser 


Thr 


Lys 


Pro 


Val 








1000 


Leu 


Tyr 


Leu 


Asp 


Asp 








1015 


Gin 


His 


Arg 


Leu 


Arg 








1030 


Glu 


Gin 


Leu 


Arg Arg 



Cys 


Thr 


Leu 


Gly 


Glu 
585 


Ala 


Gin 


Ser 


Gin 


Glu 
600 


Lys 


Thr 


Arg 


Ser 


Met 
615 


Ser 


Pro 


Leu 


Thr 


Arg 
630 


Cys 


Gin 


Glu 


Val 


Arg 
645 


Glu 


Gly 


Ser 


Glu 


Thr 
660 


Gin 


Gin 


Thr 


Val 


Gly 
675 


Ser 


Gin 


Lys 


Asp 


Tyr 
690 


Ser 


Cys 


Ser 


Pro 


Ser 
705 


Glu 


Met 


Lys 


Ser 


Asn 
720 


Glu 


Thr 


Lys 


Gly 


Pro 
735 


Gly 


Arg 


Thr 


Leu 


Asp 
750 


Glu 


Thr 


Glu 


Ala 


Val 
765 


Cys 


Asp 


Gly 


Val 


Cys 
780 


Thr 


Gly 


Thr 


Pro 


Gin 
795 


Pro 


Ser 


Lys 


Cys 


Val 
810 


Pro 


Pro 


Ser 


Ala 


Ala 
825 


Phe 


Leu 


Asn 


Gin 


Asp 
840 


Gin 


Glu 


Gin 


Leu 


Ser 
855 


Asp 


He 


Gly 


Lys 


Arg 
870 


Asn 


Pro 


Arg 


Phe 


Gly 
885 


He 


Ser 


Gin 


Ser 


Gin 
900 


Trp 


Asp 


Ser 


Phe 


Gin 
915 


Ala 


Thr 


Pro 


Arg 


Arg 
930 


Pro 


Asn 


Ser 


Lys 


Gin 
945 


Gin 


Trp 


Ala 


Gin 


Arg 
960 


His 


Ser 


Asn 


Gly 


His 
975 


Trp 


Leu 


Ser 


Ser 


His 
990 


Pro 


Leu 


Asn 


Cys 


Pro 








1005 


Asp 


Gly 


Leu 


Pro 


Phe 








1020 


Gin 


He 


Glu 


Ala Gly 
1035 


Gin 


Val 


Arg 


Glu 


Leu 
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1040 


Gin 


Met 


Arg 


Leu Asp 








1055 


Pro 


Pro 


Met 


Asp Tyr 








1070 


Asp 


Gly 


Ser 


Asp Thr 








1085 


Cys 


Leu 


Ser 


Glu Ala 








1100 


Glu 


Val 


Thr 


Arg Trp 








1115 


Asn 


Cys 


Asp 


Cys Glu 








1130 


Arg 


Asn 


Cys 


Gly Asn 








1145 


Leu 


Pro 


lie 


Pro Asp 








1160 


Asn 


Ser 


Cys 


Tyr Glu 








1175 


Met 


Ser 


Gin 


Gin Leu 








1190 
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Met 


Leu 


Pro 


Glu 


Ala 


1 








5 


Asp 


He 


Gin 


Leu 


Ala 










20 


Asn 


Val 


Thr 


Arg 


Pro 










35 


Leu 


Asp 


Gly 


He 


Gly 










50 


Glu 


Ala 


Leu 


Lys 


Arg 










65 


Val 


Tyr 


Lys 


He 


Leu 










80 


Thr 


Leu 


Pro 


Ser 


Asp 










95 


Gly Leu 


Lys 


Cys 


Leu 










110 


Leu 
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Met 
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Ala 
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He 
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Cys Cys 
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Asp 
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Phe Thr 
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Asp 


Phe 


Gly Ser 
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Trp 


Glu 


Pro Val 
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Val 
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Asp 


His Met 








1120 
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Met Gly 


Thr 
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Val 


Ala 
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Met 
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Pro 


Ala Glu 








1065 


Cys 


Leu 


Lys 


Glu Ser 








1080 
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Glu Asp 
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Lys 


Lys 


Glu Thr 
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Ala 


Ser 


His 


Cys Tyr 
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Arg Arg 
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Cys 
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Leu Lys 
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Val 
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Val Cys 
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Pro 
90 


Pro 


Glu 
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Glu 


Gly 
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Val 
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Arg 
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Glu 
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Arg 


Gly 
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Trp 
135 


Ala 


Val 
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Ser 


Leu 
150 


Glu 
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Gly 


Asp 


Phe 
165 


Glu 


His 


Pro 


His 


Val 
180 


Pro 


Leu 


Gin 


Met 


Val 
195 


Ala 


Arg 


Leu 


Thr 


Ala 
210 


Leu 


Leu 


Cys 


Leu 


Phe 
225 


Leu 


Gly 


Ala 


Arg 


Gly 
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230 235 240 

Leu Val His Arg Asp Leu Ala Thr Arg Asn Leu Leu Leu Ala Ser 

245 250 255 

Pro Arg Thr lie Lys Val Ala Asp Phe Gly Leu Val Arg Pro Leu 

26 0 265 270 

Gly Gly Ala Arg Gly Arg Tyr Val Met Gly Gly Pro Arg Pro He 

275 280 285 

Pro Tyr Ala Trp Cys Ala Pro Glu Ser Leu Arg His Gly Ala Phe 

290 295 300 

Ser Ser Ala Ser Asp Val Trp Met Phe Gly Ala Gly Pro Ser Glu 

305 310 315 

Ala Cys Cys Val Arg Asp Val Thr Glu Pro Gly Ala Leu Arg Met 

320 325 330 

Glu Thr Gly Asp Pro He Thr Val He Glu Gly Ser Pro Asp Ser 

33 5 340 345 

Thr He Trp Lys Gly Gin Asn Gly Arg Thr Phe Lys Val Gly Ser 

350 355 3 60 

Phe Pro Ala Ser Ala Val Thr Leu Ala Asp Ala Gly Gly Leu Pro 

365 370 375 

Ala Thr Arg Pro Val His Arg Gly Thr Pro Ala Arg Gly Asp Gin 

380 385 390 

His Pro Gly Ser He Asp Gly Asp Arg Lys Lys Ala Asn Leu Trp 

3 ^5 400 405 

Asp Ala Pro Pro Ala Arg Gly Gin Arg Arg Asn Met Pro Leu Glu 

410 415 420 

Arg Met Lys Gly He Ser Arg Ser Leu Glu Ser Val Leu Ser Leu 

425 430 435 

Gly Pro Arg Pro Thr Gly Gly Gly Ser Ser Pro Pro Glu He Arg 

440 445 450 

Gin Ala Arg Ala Val Pro Gin Gly Pro Pro Gly Leu Pro Pro Arg 

455 460 465 

Pro Pro Leu Ser Ser Ser Ser Pro Gin Pro Ser Gin Pro Ser Arg 

470 475 480 

Glu Arg Leu Pro Trp Pro Lys Arg Lys Pro Pro His Asn His Pro 

485 490 495 

Met Gly Met Pro Gly Ala Arg Lys Ala Ala Ala Leu Ser Gly Gly 

500 505 510 

Leu Leu Ser Asp Pro Glu Leu Gin Arg Lys He Met Glu Met Glu 

515 520 525 

Leu Ser Val His Gly Val Thr His Gin Glu Cys Gin Thr Ala Leu 

530 535 540 

Gly Ala Thr Gly Gly Asp Val Val Ser Ala He Arg Asn Leu Lys 

545 550 555 

Val Asp Gin Leu Phe His Leu Ser Ser Arg Ser Arg Ala Asp Cys 

560 565 570 

Trp Arg He Leu Glu His Tyr Gin Trp Asp Leu Ser Ala Ala Ser 

575 580 585 

Arg Tyr Val Leu Ala Arg Pro 

590 
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Phe 
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Asp 
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Glu 
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Gly Lys 
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Phe 
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Ala Arg 
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Ser His 
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Val 
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Ala 
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Ala 


Ala 
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Arg 
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Arg 
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Val 


Arg 


Gly Arg 
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Gly 
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Ala 
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Val 
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Arg 


Ser 


Leu 


Leu 


Glu 


Leu 


His 


Lys 


Arg Arg 
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Ala 
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Val 
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Gin 


Glu Glu 
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Val 
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Arg 
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He Leu 
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Arg 
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Gly Thr 
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Ser 
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Asn 


Ser 
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470 
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Arg 
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Met 
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Glu His 
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Arg 


Glu 


Gly 


Asp Glu 
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Arg 
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Trp 


Phe 


Arg 


Thr 


Arg Ser 
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Ser 


Asn 


Gly 
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Val 


Gin 


He 


Asn Phe 
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Pro 


Gly 


Ala Gly 


Glu 


Ser 


Trp Gly 
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Gly 


Pro 
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Gly 
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Asn 


Val Glu 
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Gly 
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Val 
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Ala 
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330 


Leu 
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Val 
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Asn 


Lys 


340 










345 


Pro Arg 


Glu 


Lys 
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355 










360 


Val 
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Ser 


370 










375 
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Ala 


Ser 


Lys 


Pro 


Ser 


385 
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Ala 


Glu 


Asp 


Pro 


Ala 


Cys 


400 
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Val 


Asp 
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Ser 


Asp 


Lys 
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Ser 


Val 


Gly Val 
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Trp 


Leu 


Tyr 


Cys 


Val 
535 


Ser 


Thr 


His 


lie 


Trp 
550 


Arg 


Arg 


Leu 


Gin 


Gin 
565 


Leu 


Thr 


Gin 


Arg 


lie 
580 


lie 


Pro 


Asp 


Thr 


Lys 
595 


Pro 


Tyr 


Thr 


Gly 


Ala 
610 


Leu 


Leu 


Leu 


Leu 


Gin 
625 


Leu 


Lys 


Val 


Arg 


Gly 
640 


Leu 


Trp 


Gly 


Glu 


Lys 
655 


Glu 


Leu 


Leu 


Gin 


Pro 
670 


Ala 


Gly 


Ala 


Gly 


Trp 
685 


Arg 


Gly 


Ala 















255 


Leu 


Leu 


Gin 


His 


Pro 










270 


Leu 


Thr 


Gin 


Leu 


Leu 










285 


Pro 


Ser 


Pro 


Glu 


Asp 










300 


Asp 


Thr 


He 


His 


Ser 










315 


Pro 


Ser 


Glu 


He 


Gin 










330 


Arg 


Lys 


Glu 


Thr 


Asp 










345 


Thr 


Leu 


Leu Gly Lys 










360 


Val 


Gin 


Glu 


Ala 


Leu 










375 


Ser 


Glu 


Phe 


Gin 


Glu 










390 


He 


Lys 


Arg 


Ala 


Pro 










405 


Ala 


Glu 


Glu 


Pro 


Leu 










420 


Pro 


Ser 


Gly 


Pro 


Asn 










435 


Thr 


Met 


Lys 


Gin Arg 










450 


Leu 


Pro 


Pro 


Thr 


Pro 










465 


Val 


Phe Asn Gly Cys 










480 


He 


His 


Pro 


Val 


Thr 










495 


Glu 


Gly 


He 


Tyr 


Thr 










510 


Leu 


Glu 


Lys 


Leu 


He 










525 


Asn 


Asn 


Val 


Leu 


Leu 










540 


Ala 


His 


Asp 


Leu 


Pro 










555 


Gin 


Val 


Pro 


Leu 


Ser 










570 


He 


Pro 


Arg Arg 


Phe 










585 


Gly 


Cys 


Leu 


Gin 


Cys 










600 


Thr 


Phe 


Leu 


Leu 


Ala 










615 


Trp 


Tyr 


Glu 


Pro 


Leu 










630 


Gly 


Gly Gly Arg 


Pro 










645 


Trp 


Arg 


Pro 


Glu 


His 










660 


Ser 


Ala 


Gin 


Pro 


Ser 










675 


Glu 


Gly Ala Ala 


Ala 










690 
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<211> 486 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7525356CD1 

<400> 56 



Met 


Ala 


Thr 


Ala 


Glu 


Lys 


Gin 


Lys 


1 








5 








Gly His 


Tyr 


He 


Leu 


Gly 


Asp 


Thr 










20 








Lys 


Val 


Lys 


Val 


Gly 


Lys 


His 


Glu 










35 








Val 


Lys 


He 


Leu 


Asn 


Arg 


Gin 


Lys 










50 








Gly Lys 


He 


Arg 


Arg 


Glu 


He 


Gin 










65 








Pro 


His 


He 


He 


Lys 


Leu 


Tyr 


Gin 










80 








He 


Phe 


Met 


Val 


Met 


Glu 


Tyr 


Val 










95 








Tyr 


He 


Cys 


Lys 


Asn 


Gly 


Arg 


Leu 










110 








Leu 


Phe 


Gin 


Gin 


He 


Leu 


Ser 


Gly 










125 








Met 


Val 


Val 


His 


Arg 


Asp 


Leu 


Lys 










140 








Ala 


His 


Met 


Asn 


Ala 


Lys 


He 


Ala 










155 








Met 


Ser 


Asp 


Gly 


Glu 


Phe 


Leu 


Arg 










170 








Tyr 


Ala 


Ala 


Pro 


Glu 


Val 


He 


Ser 










185 








Glu 


Val 


Asp 


He 


Trp 


Ser 


Ser 


Gly 










200 








Cys 


Gly 


Thr 


Leu 


Pro 


Phe 


Asp 


Asp 










215 








Lys 


Lys 


He 


Cys 


Asp 


Gly 


He 


Phe 










230 








Pro 


Ser 


Val 


He 


Ser 


Leu 


Leu 


Lys 










245 








Met 


Lys 


Arg 


Ala 


Thr 


He 


Lys 


Asp 










260 








Lys 


Gin 


Asp 


Leu 


Pro 


Lys 


Tyr 


Leu 










275 








Ser 


Ser 


Thr 


Met 


He 


Asp 


Asp 


Glu 










290 








Arg Val 


Pro 


Phe 


Leu 


Val 


Ala 


Glu 










305 








Leu Asp 


Glu 


Leu 


Asn 


Pro 


Gin 


Lys 










320 








Lys 


Ala 


Lys 


Trp 


His 


Leu 


Gly 


He 










335 








Asp 


He 


Met 


Ala 


Glu 


Val 


Cys 


Arg 










350 








Glu 


Trp 


Lys 


Val 


Val 


Asn 


Pro 


Tyr 










365 








Asn 


Pro 


Val 


Thr 


Ser 


Thr 


Tyr 


Ser 










380 








Gin 


Val 


Asp 


Ser 


Arg 


Thr 


Tyr 


Leu 



395 



His Asp Gly Arg Val 


Lys 


He 




10 








15 


Leu 


Gly Val Gly Thr 


Phe 


Gly 




25 








30 


Leu Thr Gly His 


Lys 


Val 


Ala 




40 








45 


He 


Arg 


Ser Leu 


Asp 


Val 


Val 




55 








60 


Asn 


Leu 


Lys Leu 


Phe 


Arg His 




70 








75 


Val 


He 


Ser Thr 


Pro 


Ser 


Asp 




85 








90 


Ser 


Gly 


Gly Glu 


Leu 


Phe 


Asp 




100 








105 


Asp 


Glu 


Lys Glu 


Ser 


Arg Arg 




115 








120 


Val 


Asp 


Tyr Cys 


His 


Arg 


His 




130 








135 


Pro 


Glu 


Asn Val 


Leu 


Leu 


Asp 




145 








150 


Asp 


Phe 


Gly Leu 


Ser 


Asn 


Met 




160 








165 


Thr 


Ser 


Cys Gly Ser 


Pro 


Asn 




175 








180 


Gly Arg Leu Tyr Ala 


Gly 


Pro 




190 








195 


Val 


He 


Leu Tyr Ala 


Leu 


Leu 




205 








210 


Asp 


His 


Val Pro 


Thr 


Leu 


Phe 




220 








225 


Tyr 


Thr 


Pro Gin 


Tyr 


Leu 


Asn 




235 








240 


His 


Met 


Leu Gin 


Val 


Asp 


Pro 




250 








255 


He 


Arg 


Glu His 


Glu 


Trp 


Phe 




265 








270 


Phe 


Pro 


Glu Asp 


Pro 


Ser 


Tyr 




280 








285 


Ala 


Leu 


Lys Glu 


Val 


Cys 


Glu 




295 








300 


Thr 


Pro 


Arg Ala Arg 


His 


Thr 




310 








315 


Ser 


Lys 


His Gin 


Gly 


Val 


Arg 




325 








330 


Arg 


Ser 


Gin Ser Arg 


Pro 


Asn 




340 








345 


Ala 


He 


Lys Gin 


Leu 


Asp 


Tyr 




355 








360 


Tyr 


Leu 


Arg Val 


Arg 


Arg 


Lys 




370 








375 


Lys 


Met 


Ser Leu 


Gin 


Leu 


Tyr 




385 








390 


Leu 


Asp 


Phe Arg 


Ser 


He 


Asp 




400 








405 
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Asp Glu 


lie 


Thr 


Glu 
410 


Ala 


Lys 


Ser Gly 


Ser 


Val 


Ser 
425 


Asn 


Tyr 


Asp Ala Glu 


Ala 


Gin 


Gly 


Lys 








440 






Ser Val 


Thr 


Ser 


Leu 


Asp 


Ser 








455 




Pro Gly 


Ser 


His 


Thr 
470 


lie 


Glu 


lie Lys 


lie 


Leu 


Ala 
485 


Gin 





<210> 57 

<211> 1395 

<212> DNA 

<213> Homo sapiens 



Ser 


Gly Thr Ala 


Thr 


Pro 


Gin 


Arg 






415 










420 


Arg 


Ser 


Cys 


Gin Arg 


Ser Asp 


Ser 






430 










435 


Ser 


Ser 


Glu 
445 


Val 


Ser 


Leu 


Thr 


Ser 
450 


Ser 


Pro 


Val 
460 


Asp 


Leu 


Thr 


Pro 


Arg 
465 


Phe 


Phe 


Glu 
475 


Met 


Cys 


Ala 


Asn 


Leu 
480 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7521809CB1 



<400> 57 

tagctgtgtg gcccggagtg agattcagaa 
gaatgatcca gatgttcaag ctcaagttca 
gctcgactgc gtgaatgaag ctgagagcaa 
ttcacatccc agctctgcct ctgacaatca 
tgagctcttt gtggccagga tattacaaag 
cagtgaccat ctggagactg accagaggca 
taaattacag gatgtaatac ctcagccgct 
agctcgagcc cagactgtcg atactgacat 
ggtggcactg accctgggca ggcaaaattg 
ggcttctgat gtacagtgga aggtacggcg 
tgtgattctt ggggatcagt taacagcagc 
aaaggatctg gatgaagtgc gaataggagt 
agctgatact gattctggaa ctctatagtc 
ttgccttaaa gttgtgtgca gatcaagttt 
tcgtggcaat tctgcagaag ttctattcca 
tcaatgagct catcataagg ttccggcact 
ctttcatttg tcagattctg aaatgacttc 
agactgcgga aaacatcatt tctttggctg 
aggagtgtgt ccccgtggac cagttcatgg 
catcagatcc tgtgcccaac gtgagggttc 
tggaaaaggc gtattttaga aatgctggta 
tcttagcatt gcagtcagac cgggaccaag 
gcggcggaat atcatagaca ctgctgtact 
agttgcaatc tgata 

<210> 58 

<211> 1008 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7520259CB1 



agtccttgat agcttgcagg agcatctgat 60 
ggtattatcc gctgcactga gagctgcaca 120 
gccaacagca ggcctaaagg aagtgtccat 180 
gatcgctctg gcggcctcat catctcagga 240 
cccagatcca ggtggaccca gaaatggaac 300 
ggatcccacc ccacttgaag agaataaatc 360 
gctagatcag tatgtgtcca tgactgaccc 420 
agccaaacac tgtgcctaca gcctcccagg 480 
gcactgcctg aaagatacat atgaaacact 540 
agccctagcc ttctccattc acgagctggc 600 
tgacctggtg cctatcttca atggattttt 660 
tcttagacac ctgtatgatt ttctaaagac 720 
ccaatgatgt ttatgattac ctaatgcaca 780 
ctgaagttcg gtggatctcc ttcaaactag 840 
acagtgaaag tgcattgggg ttaaatttca 900 
gttctaagtg ggttggaagg caagctttcg 960 
tttgggatta aagaagtgta tgtttctaga 1020 
tgactttctt ggagcaggca gtggtgagca 1080 
agcacctgct tcccagcctc ctgagcctcg 1140 
tgctagccaa ggccctaagg cagatgctgt 1200 
accctcatct tgaagtcatt gaagagacca 1260 
atgtttcctt ttttgcagcc ctagaaccaa 1320 
agaaaaacag aattaactac ttccgtgatg 13 80 

1395 



<400> 58 

ccgcgatgca gaaatacgag aaactggaaa 
gggaagagtg ccgcatcctc accctgaccc 
ctgtgttcaa ggccaaaaac cgggagactc 
tggatgacga tgatgagggt gtgccgagtt 
agctgaagca caagaacatc gtcaggcttc 



agattgggga aggaggcatt tcctggctta 60 
ctgacctcct tcccctaggc acctacggaa 120 
atgagatcgt ggctctgaaa cgggtgaggc 180 
ccgccctccg ggagatctgc ctactcaagg 240 
atgacgtcct gcacagcgac aagaagctga 3 00 
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ctttggtttt 
acctcgatcc 
gtcatagccg 
atggggagct 
gttactcagc 
agctgtactc 
atgctgggcg 
gactgctggg 
agccctatcc 
ccacagggag 
cagaagaggc 
ccccggcctc 



tgaattctgt 
tgagattgta 
caatgtgcta 
gaaattggct 
tgaggtggtc 
cacgtccatc 
gcctcttttt 
gacgcccacc 
gatgtacccg 
ggatctgctg 
cctgcagcac 
caggctgggg 



gaccaggacc 
aagtcattcc 
cacagggacc 
gattttggcc 
acactgtggt 
gacatgtggt 
cccggcaatg 
gaggagcagt 
gccacaacat 
cagaaccttc 
ccctacttct 
cctggcctat 



<210> 59 

<211> 654 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 



tgaagaagta 
tcttccagct 
tgaagcccca 
tggctcgagc 
accgcccacc 
cagccggctg 
atgtcgatga 
ggccctctat 
ccctggtgaa 
tgaagtgtaa 
ccgacttctg 
ttaagccccc 



ttttgacagt 
actaaaaggg 
gaacctgcta 
ctttgggatt 
ggatgtcctc 
catctttgca 
ccagttgaag 
gaccaagctg 
cgtcgtgccc 
ccctgtccag 
tccgccctag 
tcttgaga 



tgcaatggtg 
ctgggattct 
ataaacagga 
cccgtccgct 
tttggggcca 
gagctggcca 
aggatcttcc 
ccagactata 
aaactcaatg 
cgtatctcag 
gccccgggac 



360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1008 



7521738CB1 



<400> 59 

taccgcaggg cccgatcacg ctgggggcgc 
ccctggacgc tggaggcctg cgggcgctgc 
tggactgccg ctccttcttc gctttcaacg 
gcttcagcac catcgtgcgg cgccgggcca 
ccaacgccga gctccgcggc cgcctgctgg 
tccactgcca ggcaggcatt tcccggtcag 
ctaatcgagt caagctggac gaggcctttg 
ctcccaactt cagcttcatg ggccagctgc 
actgttcggc agaggctggg agccccgcca 
ccaccgtgtt caacttcccc gtctccatcc 
accttcagag ccccattacg acctctccca 

<210> 60 

<211> 1024 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522266CB1 



tgaggccggc catggtcgtg gaagtgggca 60 
tgggggagcg agcggcgcaa tgcctgctgc 120 
ccggccacat cgccggctct gtcaacgtgc 180 
agggcgccat gggcctggag cacatcgtgc 240 
ccggcgccta ccacgccgtg gtgttgtttg 3 00 
ccaccatctg ccttgcttac cttatgagga 3 60 
agtttgtgaa gcagaggcga agcatcatct 420 
tgcagtttga gtcccaggtg ctggctccgc 480 
tggctgtgct cgaccgaggc acctccacca 540 
ctgtccactc cacgaacagt gcgctgagct 600 
gctgctgaaa ggccacggga ggta 654 



<400> 60 

tagtgtctgt cgctgctgcc gggtccaccc 
gccggagccc gagcgctcgc cgcgcccggc 
gctctttgat gacctccctc cggccagcag 
ttttgatgat ctcccacccg ctagcagtgg 
ccagatggta aagactgaag ggaaaggagc 
tggcagtgaa gagcttgtgg aaaagaaagt 
aaccgtgaag agatgccttt tggacacttt 
agcttccagc cagaagcctg cctggaaaga 
agacaacatt ctttatattg ccaacctcgg 
tgaggagagt caaaaacatg cagccttaag 
tgaagagcgg atgaggatac agaaggctgg 
cgtgctagag gtgtcacgct ccattgggga 
tgtgcccgac atcagacgct gccagctgac 
tgatgggctc ttcaaggtct ttaccccaga 
cgaggatgaa aagatccaga cccgggaagg 
agcctgcaac aggctggcca acaaggcggt 
gatggtggtg cggatagggc actgaggggt 
acta 



agcctccgcc atggacctct tcggggacct 60 
tgccgggaaa gaagctcaga aaggacccct 120 
tactgactca ggatcagggg gacctttgct 180 
cgattcaggt tctcttgcca catcaatatc 240 
aaagagaaaa acctccgagg aagagaagaa 3 00 
ttgtaaagga gatgtaatca gtgtagagaa 3 60 
caagcatact gatgaagagt tccttaaaca 420 
tgggtccact gccacgtgtg ttctggctgt 480 
agatagtcgg gcaatcttgt gtcgttataa 540 
cctcagcaaa gagcataatc caactcagta 600 
aggaaacgtc agggatgggc gtgttttggg 660 
cgggcagtac aagcgctgcg gtgtcacctc 720 
ccccaatgac aggttcattt tgttggcctg 780 
agaagccgtg aacttcatct tgtcctgtct 840 
gaagtccgca gccgacgccc gctacgaagc 900 
gcagcggggc tcggccgaca acgtcactgt 960 
ggcgcgcggc caggagcacg catggtattg 1020 

1024 
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<210> 61 

<211> 952 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7523011CB1 



<400> 61 

tacagcgcac tcgcgtcgac cctggctcct 
caggatgacg ctggacgtgg ggccggagga 
gttttaccag aagtacgacc ctaaggacgt 
ccgttgtgtt catcgagcta ctggccacga 
tgagcggctg agtcctgagc agctggagga 
catccttcgc cagtcaccct catcgattcc 
tttgacctga tgcggaaggg agagctgttt 
gaaaaggaaa ccaggtccat catgcggtct 
aacaacattg tgcatcgaga tctgaagccc 
atccgacttt cagatttcgg gttctcctgc 
ttgtgtggga ccccagggta tctagcgcca 
cacccaggct atggcaagga ggtcgacctc 
ccttggctag gttcgccacc cttctggcac 
catggaggcc cagfcaccagt tcagttcccc 
caaagaactt gatctccagg ctgttgcagg 
aggcctaaag acccttcttt gagcttggaa 

<210> 62 

<211> 1200 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523290CB1 



ctgcctgccc cctcaggccc ccgcctcctt 60 
tgagctgccc gactgggccg ccgccaaaga 120 
catcggcaga ggagtgagct ctgtggtccg 180 
gtttgcggtg aagattatgg aagtgacagc 240 
ggtgcgggaa gccacacggc gagagacaca 3 00 
tacgagtctt ctagcttcat gttcctggtg 3 60 
gactatctca cagagaaggt ggccctctct 420 
ctgctggaag cagtgagctt tctccatgcc 480 
gagaatattc tcctagatga caatatgcag 540 
cacttggaac ctggcgagaa gcttcgagag 600 
gagatcctta aatgctccat ggatgaaacc 660 
tggggcctgt ggggtgatct tgttcacact 720 
cgggcggaga tcctgatgtt acgcatgatc 780 
cgaagtggga tgacccgttc cagcaactgt 840 
tggatcctga ggcaccgcct gacaggtgac 900 
gggagcaacc tggacttacc gc 952 



<400> 62 

tccatgatca ctggtgtgtt cagcatgcgc 
ctggcgtact gcctgcacca gcggcgggtg 
cagtgtccgg tcgaccgcag cctgctgaag 
ggggctcgga gtcctctcaa gccgctcccg 
cagctgacca aggtgggcat gcagcaaatg 
tatgtggaag acattccctt tctttcacca 
tccactaaca tttttcggaa tctggagtcc 
tgtcagaaag aagataagag aaccaagaca 
caaaactgga cccatcatca tccacactga 
ctaccaaagc tgctggagcc tgaggcagag 
acagccagga atctcagagg atttgaaaaa 
tgataaagtg gacttcttca tcctcctgga 
ctcctgcagg ttccatggaa gctgatcagc 
ggcagtaggc ccattcctcc acatcctaga 
cactgccccc gacaagatca gaaagctgta 
accgctctta atgaccctgg ggatttttga 
gaccatggaa ctttaccagc acctggaatc 
cgggaaggag caggtgccga gaggttgccc 
gaatgccatg tcagtttata ccttaagccc 
tcaggtgatg gaagttggaa atgaagagta 

<210> 63 

<211> 1162 

<212> DNA 

<213> Homo sapiens 



ttgtggaccc cagtgggcgt cctgacctcg 60 
gccctggccg agctgcagga ggccgatggc 12 0 
ttgaaaatgg tgcaggtcgt gtttcgacac 180 
ctggaggagc aggggggcat gtttgctggg 240 
tttgccttgg gagagagact gaggaagaac 3 00 
accttcaacc cacaggaggt ctttattcgt 3 60 
acccgttgtt tgctggctgg gcttttccag 420 
cagagaggct cagtgacttg cccagggaca 480 
tgaagcagat tcagaagtct tgtatcccaa 540 
aaccagaggc cggaggcaga ctgcctcttt 600 
ggtgaaggac aggatgggca ttgacagtag 660 
caacgtggct gccgagcagg agaagatggg 720 
tgccagaatc agtagggaaa gtcttcagat 780 
gagcaacctg ctgaaagcca tggactctgc 840 
tctctatgcg gctcatgatg tgaccttcat 900 
ccacaaatgg ccaccgtttg ctgttgacct 960 
taaggagtgg tttgtgcagc tctattacca 1020 
tgatgggctc tgcccgctgg acatgttctt 1080 
agaaaaatac catgcactct gctctcaaac 1140 
actgatttat aaaagcagga tgtgttgata 1200 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 7523379CB1 



<400> 63 

tatccaagat 

ttatgaagat 

gctttgaaag 

tacccaacct 

aaaaaaaaat 

atggaatatt 

aattagggga 

tctccacccg 

agatggacct 

ttcctggagt 

ctcagaagat 

gtccccacaa 

cgtcgcccac 

ggctctgggc 

cagtaacagc 

ggaggaccgt 

ttcgggagtg 

tggaacaaat 

gacagatccg 

gcggaaaggc 



gaagaactat 
gcaaagcctg 
actagggaat 
acacgtcgtg 
tatgcactat 
tcacagagat 
ctttggctcc 
ctggtaccgg 
gtggagcgcc 
aaatgaactg 
cctcaccaag 
tgcctctccc 
caggccctgc 
agccacagaa 
tgccagattt 
cccaagagac 
gtcagactgt 
ggaagagtgc 
cagaaggacc 
ggaagataac 



aaagcaattg 
agagatggaa 
tgaaattcgg 
gagctgactc 
atgtaccagt 
gtaaaaccag 
tgccggagtg 
gccccggagt 
ggctgtgtgt 
gaccaaatct 
ttcaaacagg 
tcctgcacgc 
agcaccccta 
aagctggctt 
ccaaggaggg 
gaggaccggc 
cgtcttactc 
cggtgctgag 
ttaagcctgc 
ta 



gcaaaatagg 
actactatgc 
agagatcaag 
tgagcccagg 
tatgtaagtc 
aaaatatact 
tctattccaa 
gtctcctcac 
tctacgagat 
caaaaatcca 
atcaggaata 
aatggtggcc 
cttccaagaa 
tccggagcac 
cagaaagcag 
ctatgtcatg 
cagccccacg 
acccttgaag 
cccgcagcag 



agagggaacg 
atgtaaacaa 
ttccccacct 
gagaagatac 
cctggatcat 
aataaagcag 
gcagccgtac 
tgatgggttc 
cgccagtctg 
cgatgtcatc 
cctctactaa 
tatgatcccg 
cagaggaaaa 
cctgtggcac 
aaacagtccc 
gaactgccca 
ctgcagtccg 
tgcatccctg 
tgtcgcctgc 



ttttctgaag 
atgaagcagc 
ggcccgttgc 
ccattatcag 
attcacagaa 
gatgtcctga 
acggaatgca 
tacacgtaca 
cagcccctct 
ggcacacccg 
caaccaattt 
atgagagaat 
cagagaagcg 
cggaaccact 
taaagcaaga 
aactaaagct 
tgcttggatc 
cgagcaagaa 
ccaccatagt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1162 



<210> 64 

<211> 733 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7523387CB1 



<400> 64 

tatgagctcg cggaagctga gcgggccgaa 
ttggaacgtg gcttcggcag cgccccctct 
ccggaacctc aatcttgaca tatatgttat 
cgatcgcatc ctgtggaggc tgaagcggca 
gccggcgtca cacttctcct tgtctctgag 
cagcgaccac aagcctgtct ccggcacgtt 
tccgctgatc gtcctgatgc ccgaggacct 
ctactcttca acctcggact tccccagcag 
ggggctgcgg gacgttaatg actacgtgtc 
ctgcagcgac aacctgaacc aggtttacat 
tgagtttctc ctctgttact acagcaacag 
cttccagatc ccgcctggct ccttgaggga 
ctgagccagg ata 



aggcaggagg ctcagcatac acgtcgtgac 60 
agatctcagt gacctgcttc agctgaacaa 120 
tggtgagaaa aaacgcaagc ctgcatggac 180 
gccctgtgct ggccccgaca ctcccatacc 240 
gggctacagc agccacatga cgtacggcat 3 00 
cgacttggag ctgaagccat tggtgtctgc 3 60 
gtggaccgtg gaaaatgaca tgatggtcag 420 
cccatgggac tggattggac tgtacaaggt 480 
ctatgcctgg gtcggggaca gcaaggtctc 540 
cgacatcagc aatatcccta ccactgaaga 600 
tctgcgttct gtggtgggga taagcagacc 660 
ggacccactg ggtgaagcac agccacagat 720 

733 



<210> 65 

<211> 1336 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7521804CB1 



<400> 65 

taggcaggat gagcatcgag atcccggcgg 
tggaggtgct gaggcaccag cccgcggacc 
gcctgcagca ggagaacgag cgcaaaggca 



gactgacgga gctgctgcag ggcttcacgg 60 
tgctggagtt cgcgctgcag cacttcaccc 120 
ccgcgcgctt cggccatgag ggcaggacct 180 
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ggggggacct gggcgccgct gccgggggcg gcacccccag caagggggtc aacttcgccg 240 
aggagcccat gcagtccgac tccgaggacg gggaggagga ggaggcggcg cccgcggacg 3 00 
caggggcgtt caatgctcca gtaataaacc gattcacaag gcgtgcctca gtatgtgcag 3 60 
aagcttataa tcctgatgaa gaagaagatg atgcagagtc caggattata catccaaaaa 420 
ctgatgatca aagaaatagg ttgcaagagg cttgcaaaga catcctgctg tttaagaatc 480 
tggatccgat ttggattctc atggtctgga gtggagcctg aaaagtctgc atttctcaca 540 
agctcccagg agcagatgtc tcaagtatta gatgccatgt ttgaaaaatt ggtcaaagat 600 
ggggagcatg taattgatca aggtgacgat ggtgacaact tttatgtaat tgatagaggc 660 
acatttgata tttatgtgaa atgtgatggt gttggaagat gtgttggtaa ctatgataat 720 
cgtgggagtt tcggcgaact ggccttaatg tacaatacac ccagagcagc tacaatcact 780 
gctacctctc ctggtgctct gtggggtttg gacagggtaa ccttcaggag aataattgtg 840 
aaaaacaatg ccaaaaagag aaaaatgtat gaaagcttta ttgagtcact gccattcctt 900 
aaatctttgg agttttctga acgcctgaaa gtagtagatg tgataggcac caaagtatac 960 
aacgatggag aacaaatcat tgcttaggga gattcggctg attctttttt cattgtagaa 1020 
tctggagaag tgaaaattac tatgaaaaga aagggtaaat cagaagtgga agagaatggt 1080 
gcagtagaaa tcgctcgatg ctcgcgggga cagtactttg gagagcttgc cctagtaact 1140 
aacaaacctc gagcagcttc tgcccacgcc attgggactg tcaaatgttt agcaatggat 1200 
gtgcaagcat ttgaaaggct tctgggacct tgcatggaaa ttatgaaaag gaacatcgct 12 60 
acctatgaag aacagttagt tgccctgttt ggaacgaaca tggatattgt tgaacccact 1320 
gcatgaagca aaagta 133 6 

<210> 66 

<211> 978 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7521841CB1 



<400> 66 

tatggcggag 

ggacacccag 

tggcatcccc 

catcgtggag 

gggttactgt 

ggctcaggtc 

cttcattatc 

gaagacagcg 

caaggtggtc 

caccagcatc 

tcttctcccc 

gcccagtgag 

ccggaagcag 

gcgcctgctg 

cctggagagc 

ctttccccac 

ctgtaaaccc 



ccagatctgg 
acagatgaga 
atcagcagct 
ctgaaggagg 
gagcaggacc 
aagtgcatcg 
cacagggacc 
gatttcggcc 
actctctggt 
gacatgtggg 
ggcacttccg 
aacatctggc 
ccctacaaca 
cacttcctgt 
tcctatttca 
caccgcaaca 
tgacggta 



agtgcgagca 
ttgtcgcact 
tgcgggagat 
tggttgtgag 
tggccagcct 
tgctgcaggt 
tgaaggtttc 
tggcccgggc 
accgagcccc 
ctgtgggctg 
agatccacca 
cgggcttttc 
acctgaagca 
tcatgtacga 
aggagaagcc 
agcgggccgc 



gatccgtctg 
gaagaaggtg 
cacgctgctg 
gaaccacctg 
cctggagaat 
gctccggggc 
caacttgctc 
ctatggtgtc 
tgaactgctg 
catactggcc 
gatcgacttg 
caagctgcca 
caagttccca 
ccctaagaaa 
cctaccctgt 
cccagccacc 



aagtgtattc 
cggatggaca 
ctccgcctgc 
gagagcatct 
atgccaacac 
ctccagtatc 
atgaccgaca 
ccagtaaagc 
ttgggaacca 
gagctgctgg 
atcgtgcagc 
ctggtcggcc 
tggctgtcgg 
agggcgacgg 
gagccggagc 
tccgagggcc 



atcgggcccg 60 
aggagaagga 120 
gtcatccgaa 180 
tcctggtgat 240 
ccttctcgga 3 00 
tgcacaggaa 3 60 
agggttgtgt 420 
caatgacccc 480 
ccacgcagac 540 
cgcacaggcc 600 
t gc tgggcac 660 
agtacagcct 720 
aggccgggct 7 80 
ccggggactg 840 
tcatgccgac 900 
agagcaagcg 960 
978 



<210> 67 

<211> 840 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7521886CB1 



<400> 67 

tacgagcggg ctggaccttg ctggcccgcg 
ggagcttcct ggagcggctg gaagcgcggg 
agttcagcga catccaggcc tgctcggccg 
tggccggcag tcggccagag aacgtgagga 



gcgccatgag ccgcagcctg gactcggcgc 60 
gcggccggga gggggcagtc ctcgccggcg 120 
cctggaaggc tgacggcgtg tgctccaccg 180 
agaaccgcta caaagacgtg ctgccttgta 240 
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agtcggggct tccgtaggga gtcggtgcag 
gtgtgcactg gagtcaccca ctgtgctctc 
gcagcccaca agggcacctt ggtgggatct 
agctaggggg ctgtcagagg ctccgtcacc 
ttatctgctg acagatgatc agacgcgagt 
cagcgactac attaatggca acttcatccg 
gcaggagcca ctgcagactg ggctttttct 
attgaggaca tcatgctcag gaccctcaag 
taccagctac agtatatgtc ctggcagacc 
tcggcatggt tggaggaagc ccgtcgcctc 

<210> 68 

<211> 744 

<212> DNA 

<213> Homo sapiens 



ccttgcacgc cctgccacgt ccaggcgtca 3 00 
ctcccagagc ctcaccctct gcactgctca 360 
ctgcatgtgt gtggtcccct gctggctttc 420 
ctatcctacc caaactccac gtttctcacc 480 
aatcctctcc ctgctccagg aagagggaca 540 
gaaaaggtgt gagcggtact gggcccagga 600 
gcatcactct gatcaaggag aagtggctga 660 
gtcacattcc agaaggagtc ccgttctgtg 720 
gtggggtccc cagcagtcct gaccacatgc 780 
agggatctgg cctgaaccct ctgtgtccca 84a 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7521897CB1 



<400> 68 

tgccccggac ctgagtgcct ccccatggag 
gagagcaact cccgagaggt gacggaggat 
agccccgagg cgcggtcgcc ggaggcgcct 
gtcaccatgg gcactgggac gttcgggcgg 
catttcttcg ccctcaaggt gatgagcatt 
cacgtgcaca atgagaagtc tgtcctgaag 
ttctggacgt ggcatgagga gcgcttcctc 
gagctcttca gctacctgcg caaccggggg 
tctgcggaga tcatctgtgc cattgagtac 
ttgaagccgg agaacatcct gctggatagg 
tttgccaaga agctggtaga caggtttcct 
tatcagaaaa ttcttgcagg caaactatat 
acggggcgaa tgatgtgaac caca 

<210> 69 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7521995CB1 



gcgcccgggc cggcccaggc ggccgcggcg 60 
gccgccgact gggcgcccgc gctctgcccc 120 
gcctaccgcc tgcaggactg cgacgcgctg 180 
gtgcacctgg tgaaggagaa gacagccaag 240 
cccgacgtca tccgccggaa gcaggagcag 3 00 
gaagtcagcc acccgttcct catcaggctg 360 
tacatgctca tggagtatgt gccgggtggc 420 
cacttctcca gcaccacggg gctcttctac 480 
ctgcactcca aggagatcgt ctacagggat 540 
gatggtcaca tcaagctcac ggactttggg 600 
ccattttttg atgacaaccc gtttggcatt 660 
ttccccagac atttggattt ccatgtaaaa 720 

744 



<400> 69 

tatggcggaa caggctacca agtccgtgct 
acccattgca gaagcagttt tcaggaaact 
gagggtagac agcgcggcaa cttccgggta 
gcagagctgc atgaagaggc acggcattcc 
atagaaaaag taatcaagtt aaaacctgca 
atccacaaaa acaacttatt attgaagatc 
cggtgtacca gcagtgtgtc aggtgctgca 
ggttcgt 

<210> 70 

<211> 1341 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522018CB1 



gtttgtgtgt ctgggtaaca tttgtcgatc 60 
tgtaaccgat caaaacatct cagagaattg 120 
tgagataggg aacccccctg actaccgagg 180 
catgagccac gttgcccggc agagatttga 240 
aagctaaaat tgaactactt gggagctatg 3 00 
cctattatgg gaatgactct gactttgaga 360 
gagcgttctt ggagaaggcc cactgaggca 420 

427 
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<400> 70 

tcaggacatg gagctcgaga acatcgtggc 
aaaggattat agcagtcttt gtgacaagca 
ctgtgatacc aaacccactc taaagaggca 
tgaagttgcc gatgatgagg accgaagtga 
caatgataag ttggcagccc ctttaccaga 
attgggactg aaggaggaga acccttccaa 
ccataactac ctaagagggg aaccatttga 
gtttttacaa tggaaatggc tggaaaggca 
cagagttcta ggaaaaggcg gatttggaga 
aaaaatgtat gcctgcaaaa agctacaaaa 
tatggctcta aatgagaaaa gaattctgga 
agcctacgct tatgaaacca aagatgcctt 
ggatttgaag tttcacattt acaacctggg 
tttctatgct gcagagctgt gttgcggctt 
cagagacttg aagcctgaga atattctcct 
tgaaaagtat acgtttagtc ccgattggtg 
tcagggacat tctccattca aaaaatacaa 
aagaatcaag aatgataccg aggagtattc 
ctgcaggatg atgatcgaat ctgggtgttt 
agctttgcca ttagatctag acaagaacat 
cttcttctat agactcttca gaagaggggg 
agtggaaccc aagcaatgct gagcaccccg 
ggaaggagca tgtgttagcg a 

<210> 71 
<211> 6470 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7523799CB1 



caactcgctg ctgctgaaag cgcgtcaaga 60 
accgatagga agacgtctct tcaggcagtt 120 
cattgaattc ttggatgcag tggcagaata 180 
ttgtggactg tcaatcttag atagattctt 240 
aatacctcca gatgttgtga cagaatgtag 300 
aaaagccttt gaggaatgta ctagagttgc 3 60 
agaataccaa gaaagcccat atttttctca 420 
acccgtaaca aagaacacat ttagacatta 480 
ggtttgcgcc tgtcaagtgc gagccacagg 540 
aaaaagaata aagaagagga caggtgaagc 600 
gaaagtgcaa agtagattcg tagttagttt 660 
gtgcttggtg ctcaccatta tgaatggagg 720 
caatcccggc tttgatgagc agagagccgt 780 
ggaagattta cagagggaaa gaattgtata 840 
tgatgatcgt gcacctgaag ttgtcaataa 900 
gggacttggc tgtctgatct atgaaatgat 960 
agagaaagtc aaatgggagg aggtcgatca 1020 
tgagaagttt tcagaggatg ccaaatctat 1080 
caaagacatc aacaaaagtg aaagtgagga 1140 
acataccccg gtttccagac caaacagagg 1200 
ctgcctgacc atggtcccca gtgagaagga 1260 
gtgcggacca cagagcagac cctggcgcca 1320 

1341 



<400> 71 

cgagacgtcc ccggcacgct gatggagccc 
gagcctcggg cgaaggcggc gcggccgggg 
gagtcggacc aggaggagcc gccgggcttg 
ccgcagcccc tgcagcgccg ggtgcttctg 
cgcgcccgcg gacgccccgc cgcccccgcg 
cccggagccc ccgcggacgc cggccccgag 
cccatcgcag ccgctgtcga aaccgcgcct 
gcggcgaccg tgaggaagga ggatgagggg 
actcgccggg acgagcccga agaggaggag 
acctctctgg acggccgctt cctcaagttc 
acggtctaca aggggctgga cacggagacc 
gaccggaagc tcaccaagct ggagcggcag 
ggcctgcagc accccaacat cgtgcgcttc 
aagcggtgca ttgtgctggt gacggagctg 
aagcggttca aggtgatgaa gcccaaggtt 
ggcctgctgt tcctgcacac aaggacgcca 
aatattttca tcaccggacc aactgggtcc 
ctgaaaagag cgtcatttgc caaaagtgtg 
atgtacgagg agcactacga tgagtccgtg 
gagatggcca cctcggagta cccctactcg 
aaggtcacct gtggtatcaa gccggccagc 
gagattattg gggggtgtat ctgcaaaaac 
ctgagccacg ccttctttgc agaggacaca 
cacggcagga agtccaccat cgccctgagg 
ggaaagccca aggacaatgg agccatagag 
gatgaggtgg cccaagagat gattgagtct 
gtggccaagt ccatccgtga ccgcgtggcc 
cccgcgctgc agcccaagga gcagcaggat 



gggcgcggcg cggggcccgc gggcatggcg 60 
ccccagcgct ttctgcggcg cagcgtggta 120 
gaggcagccg aggcgccggg cccgcagccc 180 
ctctgcaaga cgcgccgcct catcgcggag 240 
cccgcagcgc tggtagcgca gccgggagcc 3 00 
cccgtgggca cgcaggagcc cggcccggac 3 60 
gcccccgacg gcggccccag ggaggaggcg 420 
gcggccgagg cgaagcctga gcccgggcgc 480 
gacgacgagg acgacctcaa ggccgtggcc 540 
gacatcgagc tgggccgcgg ttccttcaag 600 
tgggtggagg tggcctggtg tgagctgcag 660 
cggttcaagg aagaggctga gatgctgaaa 720 
tacgacttct gggagtccag cgccaagggc 780 
atgacctcag ggacgctgaa gacatacctg 840 
ctccgcagct ggtgccggca gatcctgaag 900 
cccatcatcc accgagacct gaaatgtgac 960 
gtgaagattg gcgacttggg cctggccact 1020 
ataggtactc ccgagttcat ggcgcccgag 1080 
gacgtctatg cctttgggat gtgcatgctg 1140 
gagtgccaga atgcggccca gatctaccgc 1200 
tttgagaaag tgcacgatcc tgaaatcaag 1260 
aaggaggaaa ggtacgagat caaagacctg 1320 
ggcgtgaggg tggagctcgc ggaggaggac 13 80 
ctctgggtgg aagaccccaa gaaactgaag 1440 
ttcaccttcg acctggagaa ggagacgccg 1500 
ggattcttcc acgagagtga cgtcaagatc 1560 
ttgatccagt ggcggcggga gaggatctgg 1620 
gtgggcagcc cggacaaggc caggggtccg 1680 
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ccggtgcccc 
gagcccgagg 
acctccctgg 
tcgcagagca 
gcccagtgtg 
tcgctggggg 
gcccccgcct 
cccgtgctgc 
ggccagcagc 
cccgtggtcc 
caggtggggg 
cttgctcaag 
gcgggaatcg 
atgccaccac 
ccccctgcgt 
cccctggcca 
gccgtagccc 
ggccaacctg 
ccccatcaca 
cccacactgc 
ttgcccccgc 
ccacaacctg 
caccttcctg 
ccagctccct 
gcggtcctct 
cagttcccca 
gccacacttc 
tgcccaactg 
ccgcccggcc 
gage t gag tg 
cgaaaacacc 
cggcttacca 
acgcacaacc 
attgecaegt 
gagcagatga 
gaccgtggct 
ggggaggaga 
acegggaaga 
gaatcttege 
ccctataaag 
ctgagecagg 
tcccctcctg 
gagecagegt 
agtgagctcg 
cccctcgtgg 
gccagtgccc 
accccacagc 
agcctggcca 
ccctcggccc 
accatcaaga 
tcctcagcct 
ctgagagggg 
cctaaggagg 
ctggccccca 
tcgtctccca 
catgtggtcc 
cccacagaca 
atgggcacag 
tcccctcgga 
ttctcggtgg 
tctgccccac 
gtgcggcggg 
gactctgggg 



tgcaggtcca 
ageeggagge 
cctcggacag 
gecagcagag 
tgtgcagccc 
cctaccagca 
gccctccgtc 
cgccgcccag 
ctcctccgct 
ccctccagcc 
cccccgctca 
tccctccgca 
acggcctccc 
ctcagtattt 
ccccagcctt 
tgccctgccg 
caccgggcgt 
tgtacccagc 
cggtgcagaa 
ccccacaacc 
aacccacacg 
tgctgccccc 
aacaagctgc 
atgctgtgga 
cgccgcctct 
gctccctggc 
tgccaccagc 
tccagctgac 
tcccgcagag 
acagctgtga 
accgcaggtc 
tettgaaegt 
acaagatggt 
atatggtgga 
aggatgtcat 
ccgacccagg 
gccgacaatc 
ggtggttcat 
ccccacttcc 
accagctgtc 
cgggccccag 
tgactgetet 
caggaactgc 
agaegtctea 
tgggectage 
caagggagee 
ccgccttggg 
cctcccagct 
tggagtcgga 
gectggaega 
cagctgggac 
accagccccg 
eggtctcagg 
ctcgaggggc 
ggagtatget 
ccagcgtccc 
gggatggtgg 
tggggggeca 
aacgtccaga 
tcagcactca 
ccgacgtcta 
cgcagacggc 
acgagggccc 



ggtgacctac 
cgaccagcac 
caccttcgac 
cgtgatgctt 
ccctgtgagc 
gcccacggct 
cctccagcag 
cacccccatg 
ggcccagccg 
ggttcccccc 
gctgaagccc 
gatgcccccg 
tccggccctc 
ctctccagcc 
gcctctgcag 
gaccattgtg 
ggctgccctg 
ggccttccca 
tatgagggee 
cgtgctgccc 
gccccctcaa 
gcagccggca 
tccagctgct 
cgtcgccgct 
geeggaagtg 
cacggtgtct 
aaacccaccg 
ggtggaacca 
ctgtgagagc 
aggegecttt 
cacgcgtgcg 
gtgeaacact 
gaccttcaag 
gcatgacttt 
ggacaaggca 
gaccagcccg 
ccaagccaac 
catctgtccg 
tctaagctcc 
ctcgaaggaa 
caaccctcct 
gccccaagat 
cagccaggca 
gccactagcg 
accttgcact 
cctgccacct 
tcagcctgct 
cccaagccca 
tggggaaggg 
gaagctgegg 
ccctgtggag 
ctcagaggtc 
gcgtgtccag 
cgtgatggag 
aggctatgac 
ccaggatgta 
agaagctgga 
ggctagccac 
gcagcaggat 
ggacgagtgg 
cctggacgag 
ctcctccatc 
tegggegaga 



catgeacagg 
ctcctgccac 
ageggecagg 
ggctcccttg 
gaggggeccg 
gcacctggct 
cacttcccgg 
cccacgggcc 
acacccctgc 
cacctgccac 
ctccagatgc 
attcctgttg 
ccagacctgc 
gtgatcttgc 
gctgtgaagc 
ccaaatgcac 
tccattcatt 
cagatggege 
acccctccac 
ccgcaaccca 
cctgtgctgc 
ctgcctgtgc 
acaccaggga 
caggtcccca 
ctgctgcctg 
gcctctgtgc 
ctgcctggcg 
gtccaagagg 
tatggaggtt 
ggagggggca 
cgctcccggc 
ggggacaaga 
ttcgacttgg 
atectgeagg 
gaggacatgc 
ccacacctca 
gcccccgtgt 
gtggctgagc 
ctgccgccag 
caacccagct 

ggggcacccc 

ggagcagctc 

gggggtccag 

gagactcacg 
ccagctccag 
cctgcacctg 
cccctgcttc 
cccctggggc 
ccgcccccca 
actctgctct 
gtgggcgaca 
tgcggggggg 
ctgccccagc 
cagggcacgt 
agagatggaa 
ectgettttg 
gaaagctegg 
ccccagacac 
gtcagctcac 
accctggcct 
gccccctcca 
gaggteggeg 
cccccggtgc 



ctgggcagcc 
ctacgttgcc 
gctctaccgt 
ccgacgcagc 
tcctgccgca 
tgccggtggg 
atccggccat 
caggccagcc 
cgcaggtcct 
cgtacctggc 
cacaggcgcc 
tgccccccat 
cgaccgcgac 
cgagcctcgc 
tgccccaccc 
cggccactat 
ctgccgtggc 
etactgaegt 
agccggcact 
cgctgccccc 
ccccgcaacc 
gccctgagcc 
gecagattet 
ccgtgcctgt 
ccgcccctga 
agagtgtgcc 
ggecegggat 
agcaggcctc 
ctgatgtcac 
ggctggaggg 
aggagagggc 
tggtggagtg 
aeggggaege 
ccgagcggga 
teagegagga 
gcacctgcgg 
atcagcagaa 
accccgcccc 
aagccagcca 
ttctagccag 
cagccccttt 
cagccaccag 
ggacacctca 
aggccccgct 
aggctgcctc 
agcccagccc 
ctgccgcagt 
ccaccgtccc 

gggtgggctt 

accaggagca 
gagacttcac 
acctggccct 
ccttggtgga 
cctcgtcaat 
ggcaggtggc 
tgagacctgc 
cagagccccc 
tcggcgctcg 
cagccaagac 
ccccccacag 
gccccgacgt 
tgggegagee 
agaagcaggc 



cgggccacca 
gaccagcgcc 
gtactcagac 
gccgtccccg 
gagcctgccc 
ctctgtcccg 
gagcttcgcc 
agcacccccc 
ggccccacag 
tccagcctcc 
cctgcagccg 
cacgcccctg 
tgtgcctccc 
tgccccactc 
ccctggggcg 
ccccctgctg 
ccagctccca 
ccctccttcc 
gcctccacaa 
tcaacctgtg 
catgctgccc 
cctccagccc 
gcttggccac 
gccaccggct 
gctcctgcct 
cacccagact 
cgccagccct 
acaggacaag 
ttctggaaaa 
cagggcagcc 
cagccggccc 
ccagctggag 
acccgatgaa 
aacgttcatc 
cacagacgcc 
cctgggcacc 
cgtcctgcac 
cgaggcccct 
agattcagcg 
tcagcagctc 
ggccccctcc 
caccatgcca 

ggggctgacc 

tgctgtgcag 
aaccagggac 
ccacagcggg 

gggggccgtc 
cccacagcca 
tgtggacagc 
cgtgcccacc 
cctggagccc 
gcccccagtg 
gaagtcagaa 
gacagcagag 
ctcagactcc 
acgtgtggag 
gecgagtgae 
agctttgggg 
tgtgggccgt 
cctgagatac 
gaagctggca 
cgtgtccagc 
gtccctgccc 



1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
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gtgagtggca gcgtggctgg cgacttcgtg 
tctcgggccg gctcgctggg ccccgagaca 
atcagcgtga cctccttcca ttcccagtcg 
ctcgaggatg ctgacataaa gaaggagctg 
atctcggagc tgcagagcca gcagaagcag 
aagccactgc cccccaacgt gggcttcttc 
aaaaccagca agagcaagct gaaggcaggc 
aaggtcgtgg cctccagcac agggtcctcc 
ggcccccagc ccgccctgca cgtccaggcg 
accttcacgg acgacctgca caagctggtg 
gcgcagctga agcccacgct caaccagctg 
gcccaggcag gctgggctgc ccctggcgag 
gtggggatgc cacgtctgcc cccagcgccc 
gccgccccga ccctgtccgt gcccacacca 
cgcctagacg ccaggcccac ttcacgccgt 
cagctgctcc tcctgtccag ttcacgctgt 
cacaattgga aacacaaatg taatgcaaga 



aagaaggcca ccgccttcct gcagaggcct 5520 
cccagcaggg tgggcatgaa ggtccccacg 5580 
tcctacatca gcagcgacaa tgattcggag 5640 
cagagtctgc gggagaagca cctgaaggag 5700 
gagatcgaag ctctgtaccg ccgcctgggc 5760 
cacacggcac cccccactgg ccgccggaga 5820 
aagctgctaa atcccctggt gcggcagctc 5880 
accagcagcc tggccccagg ccctgagcca 5940 
caggtgaaca acagcaacaa caagaagggt 6000 
gacgagtgga cgagcaagac ggtgggggcc 6060 
aagcagaccc agaagctgca agacatggag 6120 
gcgcgggcta tgaccgcacc tcgagcagga 6180 
ggccctctgt ccaccacggt cattcccgga 6240 
gatcctgaga gtgagaagcc tgactgaccc 6300 
ctaagtggag aagtgacgga ccctcagggc 6360 
tttgtaacca ctttctaagc attttttatt 6420 
ataaaaaata ttttggggtg 6470 



<210> 72 

<211> 1220 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7521743CB1 



<400> 72 

taacatggca ggagctggag gagggaatga 
agcagtagat gatgatgtag cagaagcaga 
tggagaatta ctagcaacag gagataaagg 
ggagaacaaa atccagtctc atagcagagg 
ccatgaacca gagtttgact acttgaaaag 
taggtggtta ccccagaaaa atgctgctca 
aaaattatgg aaaatcagtg aaagggacaa 
ggatggaagg tatagagatc ctactacagt 
tatggatcta atggttgagg ccagtccacg 
catcaactca atttctatta atagtgatta 
gattaatctt tggcatctgg aaattacaga 
tgccaatatg gaagagctaa cagaggtgat 
taacacattt gtatacagca gcagtaaagg 
tgccctctgt gatagacatt ctaaatgtgc 
tgtatgaaaa tgactgcata tttgacaaat 
ttgtcatgac tggatcttac aataatttct 
acataaccct agaagcatcg cgggaaaaca 
aagtctgtgc aagtggcaag cgaaagaaag 
ataagaaaat ccttcacaca gcctggcacc 
caacatctgt atatatttca agacaagtga 
cacttcctgc ttagttgaga 



tattcagtgg tgtttttctc aggtgaaagg 60 
tataatttct acagtagaat ttaatcattc 120 
tggtagagtt gtcatctttc aacaggagca 180 
agaatataat gtttacagca ccttccagag 240 
tttagaaata gaagaaaaga tcaacaaaat 300 
gtttttattg tctaccaatg ataaaacaat 360 
aagaccagaa gggtataact tgaaagagga 420 
tactacacta cgagtgccag tctttaggcc 480 
aagaatattt gccaatgctc atacatatca 540 
tgaaacatat ttatctgcag atgatttgcg 600 
caggagtttt aacattgtgg atatcaagcc 660 
tacagcagca gaatttcatc caaacagctg 720 
aactattcgg ctatgtgaca tgagggcatc 780 
atgaatacct cagaagtaaa ctctgttcac 840 
ttgaatgttg ttggaatgga tctgacagtg 900 
tcagaatgtt tgacagaaac acaaagcgag 960 
ataagcctcg cacagttctg aagcctcgca 1020 
atgaaataag tgttgacagc ctagacttca 1080 
ccaaggaaaa tatcattgcc gtagctacta 1140 
attagggttg gcattcctag cagaagaacc 1200 

1220 



<210> 73 

<211> 1084 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7522317CB1 



<400> 73 

taccccacct cagcatggtc caagcccatg 
tgtctttggg ggcagccatg acccagcctc 
tgcgactgca ggagagaacc catctgctct 



gggggcgctc cagagcacag ccgttgacct 60 
cgcctgaaaa aacgccagcc aagaagcatg 120 
gtgaacacac cccgggaggt caccctacac 180 
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tttctgcgca ctgctggaca cccccttacc 
cccaagcacc tggaagaaga attcttgaag 
ctggacatcc ctggccacgc ctccaaggac 
agccgtgtct gtctaggccg ggcacagagc 
tacatccgag gctatgacgg gaaggagaag 
aacactgtgt cggacttctg ggagatggtg 
ctcactcagc tccgagaggg caaggagaaa 
acctatggac ccttccagat ccgcatccag 
cggcagctca ccatccagta ccaggaagag 
gcctggccag accatcagac accagaatca 
gtggaggaga gcccggagac agccgcccac 
gggattggcc ggacgggctg cttcatcgcc 
cgaggagaag tggacattct gggtattgtg 
atccagacgg cagagcagta ccagttcctg 
ctgcctgagg aacccagccc ctgacccctg 
ccta 



cgctgggccc ttcagcgcca gccacccagc 240 
atccctccaa actttgtcag ccccgaagac 300 
cgatacaaga ccatcttgcc aaatccccag 360 
caggaggacg gagattacat caatgccaac 420 
gtctacattg ccacccaggg ccccatgccc 480 
tggcaagagg aagtgtccct cattgtcatg 540 
tgtgtccact actggcccac agaagaggaa 600 
gacatgaaag agtgcccaga atacactgtg 660 
cgccggtcag taaagcacat cctcttttcg 720 
gctgggcccc tgctgcgcct agtggcagag 780 
cccgggccta tcgtagtcca ctgcagtgca 840 
acgcgaattg gctgtcaaca gctgaaagcc 900 
tgccaactgc ggctagacag aggggggatg 960 
caccacactt tggccctgta tgcaggccag 1020 
ccaccctccg gtggcccagg tgcctacctc 1080 

1084 



<210> 74 

<211> 834 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7522400CB1 



<400> 74 

tatggagaac ttccaaaagg tggaaaagat 
agccagaaac aagttgacgg gagaggtggt 
gactgagggt gtgcccagta ctgccatccg 
tcctaatatt gtcaagctgc tggatgtcat 
tgaatttctg caccaagatc tcaagaaatt 
tcttcccctc atcaagagct atctgttcca 
tcatcgggtc ctccaccgag accttaaacc 
catcaagcta gcagactttg gactagccag 
ccatgaggtg actcgccggg ccctattccc 
gatctttcgg actctgggga ccccagatga 
tgattacaag ccaagtttcc ccaagtgggc 
cctggatgaa gatggacgga gcttgttatc 
gatttcggcc aaggcagccc tggctcaccc 
ccatcttcga ctctgattat cacgattctg 

<210> 75 

<211> 1406 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523524CB1 



cggagagggc acgtacggag ttgtgtacaa 60 
ggcgcttaag aaaatccgcc tggacactga 120 
agagatctct ctgcttaagg agcttaacca 180 
tcacacagaa aataaactct acctggtttt 240 
catggatgcc tctgctctca ctggcattcc 300 
gctgctccag ggcctagctt tctgccattc 360 
tcagaatctg cttattaaca cagagggggc 420 
agcttttgga gtccctgttc gtacttacac 480 
tggagattct gagattgacc agctcttccg 540 
ggtggtgtgg ccaggagtta cttctatgcc 600 
ccggcaagat tttagtaaag ttgtacctcc 660 
gcaaatgctg cactacgacc ctaacaagcg 720 
tttcttccag gatgtgacca agccagtacc 780 
atccgatact aacgctctgc agca 834 



<400> 75 

tacagaagat ggtgcagaag aaaccagccg 
ggcagaaccc cttcgagctg gccttctccc 
ttggcctgca gtgctcagcc cgccctggtg 
agctgctgtc gctgccatgg cagtggccag 
agggccatgt cctgagcccc ctgggcgtgc 
ccattgacat cccggacgcc aagaagaggg 
acagcttctc gggcaggttt gaagacgtct 
gcgctcatgc ccgagtgcag acctgcatca 
agatcattga gaagcagcca ggccacattc 
tgtaccagtg ccagggacac aggaacgtcc 
accgcttcta cctggtgttt gagaagatgc 



aacttcaggg tttccaccgt tcgttcaagg 60 
tagaccagcc cgaccacgga gactctgact 120 
aggggcccga gggggaggag ggcacagggc 180 
cccctgcagg ggggtggggg ccggccggcc 240 
ctcctggaac agacatgccc gccagccagc 300 
gcaagaagaa gaagcgcggc cgggccaccg 3 60 
accagctgca ggaagatgtg ctgggggagg 420 
acctgatcac cagccaggag tacgccgtca 480 
ggagcagggt tttcagggag gtggagatgc 540 
tagagctgat tgagttcttc gaggaggagg 600 
ggggaggctc catcctgagc cacatccaca 660 
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agcgccggca cttcaacgag 
tggactttct gcataacaaa 
gtgagcaccc caaccaggtc 
tcaaactcaa cggggactgc 
cggcggagta catggccccg 
acaagcgctg cgacctgtgg 
cgcccttcgt gggccgctgt 
cctgccagaa catgctgttt 
actgggccca catctcctgc 
ccaagcagag gctgagtgcc 
cggagaacac cttgcccact 
ctccccaccc ctgtcgcatc 
atgagtgaag atcctggagg 

<210> 76 

<211> 1640 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523542CB1 

<400> 76 

tatggcgggc gcatcagagc tcgggaccgg cccaggagca gcgggtggag atggagatga 60 
ttcgctatac ccgatcgcgg ttttaatcga cgagctccgc aatgaagacg tgcagcctcc 12 0 
tttggaaaat ctggcaactg tggaagagac tgttgttcgt gacaaggctg tggagtccct 180 
gagacagatc tcccaggagc atactcctgt tgctctggaa gcttattttg tacctctggt 240 
gaaacgctta gcaagtgggg attggttcac ctctcgcaca tctgcatgtg gtttgttcag 3 00 
cgtttgctat cccagggcat caaatgctgt taaagcagaa atcagacagc aattccgttc 360 
cttgtgctca gatgacacac caatggtacg acgtgctgct gcttccaaat tgggtgaatt 42 0 
tgcaaaagtt ttggaattag acagtgtgaa aagtgaaatt gttccactgt tcactagtct 480 
agcttcagat gaacaggatt cagtgcgcct ccttgctgtg gaagcttgtg tcagcattgc 540 
•ccagttattg tctcaggatg accttgagac tttggtgatg cctacacttc gacaagcagc 600 
agaagataaa tcttggcgcg ttcgctatat ggtggctgac agattttcag agctccagaa 660 
agccatgggt cctaaaatca ccctaaatga cctcatcccc gcctttcaga acctacttaa 720 
agactgtgaa gctgaagtcc gggcagctgc tgcccacaaa gtaaaagaac ttggtgagaa 780 
cttgcccatt gaagatagag agaccataat tatgaatcaa attctgcctt atataaagga 840 
attagtatcc gataccaatc aacatgtcaa atcggctcta gcttctgtaa ttatgggatt 900 
gtctactatt ttgggcaaag aaaataccat tgaacatctt ctacctcttt tcttagctca 960 
gttaaaggat gagtgtcctg acgttcgttt gaatatcatc tccaatttgg attgtgtaaa 1020 
tgaagtgatt ggaatccgtc agctctctca gtctctcctt cctgccatag tggagctggc 1080 
agaagatgcc aaatggaggg tccgcctggc catcattgag tatatgccgc tgctggcagg 1140 
ccagctgggt gtggaattct ttgatgaaaa gctgaattct ttatgtatgg cttggctcgt 1200 
ggaccatgta tacgccatcc gagaagctgc caccaacaac ctcatgaaac tagttcagaa 12 60 
gtttggtaca gagtgggccc aaaatactat tgttcccaaa gtgttagtaa tggcaaatga 1320 
tcctaattac ttgcatagaa tgaccacttt attctgcatt aatgcactgt ctgaggcctg 13 80 
tggtcaggaa ataactacta agcaaatgct gcccatcgta ttaaaaatgg caggagacca 1440 
agtagcaaat gttcgcttca atgtggccaa atctctacaa aagattggac caattctaga 1500 
taccaatgct ttacagggag aagtgaagcc agtactacag aagttaggtc aagatgaaga 1560 
catggatgtc aaatactttg cacaggaagc tataagtgtt cttgcattgg cataatgagg 1620 
agcaggaggg aaaaggccta 1640 

<210> 77 
<211> 1810 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc__feature 

<223> Incyte ID No: 7523546CB1 

<400> 77 



ctggaggcca gcgtggtggt 
ggcatcgccc acagggacct 
tcccccgtga agatctgtga 
tcccctatct ccaccccgga 
gaggtagtgg aggccttcag 
agcctgggcg tcatcttgta 
ggcagcgact gcggctggga 
gagagcatcc aggagggcaa 
gctgccaaag acctcatctc 
gcccaagtcc tgcagcaccc 
cccatggtcc tgcagaggtg 
cacgtgcgac ctggaggact 
acccta 



gcaggacgtg gccagcgcct 720 
aaagccggaa aacatcctct 780 
cttcgacctg ggcagcggca 840 
gctgctcact ccgtgcggct 900 
cgaggaggct agcatctacg 960 
tatcctactc agcggctacc 1020 
ccgcggcgag gcctgccctg 1080 
gtacgagttc cccgacaagg 1140 
caagctgctg gtccgtgacg 1200 
ctgggttcag gggtgcgccc 1260 
ggacagtcac ttcctcctcc 1320 
ggtcagaacc gttactgtga 13 80 

1406 
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tagtgtgcgg ctccaggtgg gctcacgcgg 
ctcagcagtc tcatggcagc agtgcctgtt 
aaggctcctc ctcacagtcc cagggcatat 
ccagccagtc ctctcactcc agctctggga 
aggaactcta ttctattcct gaggaccaag 
cccctgcccc ctgggctcga ttatgggccc 
agtctggcca tgttacccaa tctgatcttg 
cagcctccca aagtgctggg ataagaggtg 
taaaatgtgt gaatgacaac tactggtttg 
atgaaccact gctgaaaaga acagataaat 
ttttcaggga agtgggtcct aaaaactctt 
atggaacctt tgtaaataca gagcttgtag 
attctgaaat tgcactgtca ctaagcagaa 
tagatgatca gtcagtttat cctaaggcat 
ttggaagtgg tgcctgtgga gaggtaaagc 
tagccataaa gatcatcagc aaaaggaagt 
cagctctcaa tgttgaaaca gaaatagaaa 
tcaagattaa aaactttttt gatgcagaag 
ggggagagct gtttgacaaa gtggtgggga 
tctattttta ccagatgctc ttggctgtgc 
gtgacttaaa gccagagaat gttttactgt 
ttactgattt tgggcactcc aagattttgg 
gaacccccac ctacttggcg cctgaagttc 
gtgctgtgga ctgctggagt ttaggagtta 
ctttctctga gcataggact caagtgtcac 
acttcattcc tgaagtctgg gcagaagtct 
tgttggtagt ggatccaaag gcacgtttta 
ttcaggatga agacatgaag agaaagtttc 
cagctctacc ccaggttcta gcccagcctt 
aagccgaggg tgccgagacc acaaagcgcc 
cgtggtctta 

<210> 78 

<211> 1484 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523552CB1 



tcgtgatgtc tcgggagtcg gatgttgagg 60 
cacagcccca tggcagcgtt acccagtccc 120 
ccagctcctc taccagcacg atgccaaact 180 
cactgagctc cttagagaca gtgtccactc 240 
aacctgagga ccaagaacct gaggagccta 300 
ttcaggatgg atttgccaat cttgagacag 3 60 
aactcctgct gtcatctgat cctcctgcct 420 
tgaggcacca tccccggcca gtttgcagtt 480 
ggagggacaa aagctgtgaa tattgctttg 540 
accgaacata cagcaagaaa cactttcgga 600 
acattgcata catagaagat cacagtggca 660 
ggaaaggaaa acgccgtcct ttgaataaca 720 
ataaagtttt tgtctttttt gatctgactg 780 
taagagatga atacatcatg tcaaaaactc 840 
tggctttcga gaggaaaaca tgtaagaaag 900 
ttgctattgg ttcagcaaga gaggcagacc 960 
ttttgaaaaa gctaaatcat ccttgcatca 1020 
attattatat tgttttggaa ttgatggaag 1080 
ataaacgcct gaaagaagct acctgcaagc 1140 
agtaccttca tgaaaacggt attatacacc 1200 
catctcaaga agaggactgt cttataaaga 1260 
gagagacctc tctcatgaga accttatgtg 1320 
ttgtttctgt tgggactgct gggtataacc 1380 
ttctttttat ctgccttagt gggtatccac 1440 
tgaaggatca gatcaccagt ggaaaataca 1500 
cagagaaagc tctggacctt gtcaagaagt 1560 
cgacagaaga agccttaaga cacccgtggc 1620 
aagatcttct gtctgaggaa aatgaatcca 1680 
ctactagtcg aaagcggccc cgtgaagggg 1740 
cagctgtgtg tgctgctgtg ttgtgaactc 1800 

1810 



<400> 78 

tgtgaaattc tgctccggac atgtcgggcc 
acaagaccgt gtgggaggtg ccgcagcggc 
cctacggctc cgtctgttcg gcctacgacg 
agctgtcgcg ccccttccag tcgctgatcc 
tgctcaagca cctgaagcac gagaacgtac 
aacaacatcg tcaagtgcca ggcgctgagc 
ctgctgcgcg ggctgaagta catccactcg 
agcaacgtgg ctgtgaacga ggactgtgag 
caggcggacg aggagatgac cggctatgtg 
atgctcaact ggatgcatta caaccaaaca 
gctgagctgc tccagggcaa ggccctcttc 
cgcatcatgg aagtggtggg cacacccagc 
cacgcccgga catatatcca gtccctgccc 
ttccgtggag ccaaccccct ggccatagac 
gaccagaggg tcagtgcagc tgaggcactg 
cccgaggatg agccagaggc cgagccatat 
ctggaggagt ggaaggagct cacttaccag 
ccgaagccac ctggcagcct ggagattgag 
gcctgtggag gggcttgggc ctgcaccctt 
cctcccacac tcctatggtc acagacttct 
tacacgcatg tatgcatgca caaacatgtg 



ctcgcgccgg cttctaccgg caggagctga 60 
tgcaggggct gcgcccggtg ggctccggcg 120 
cccggctgcg ccagaaggtg gcggtgaaga 180 
acgcgcgcag aacgtaccgg gagctgcggc 240 
ttggtgacca ccctgatggg cgccgacctg 300 
gacgagcacg ttcaattcct ggtttaccag 3 60 
gccgggatca tccaccggga cctgaagccc 420 
ctcaggatcc tggatttcgg gctggcgcgc 480 
gccacgcgct ggtaccgggc acctgagatc 540 
gtggatatct ggtccgtggg ctgcatcatg 600 
ccgggaagcg actacattga ccagctgaag 660 
cctgaggttc tggcaaaaat ctcctcggaa 720 
cccatgcccc agaaggacct gagcagcatc 780 
ctccttggaa ggatgctggt gctggacagt 840 
gcccacgcct acttcagcca gtaccacgac 900 
gatgagagcg ttgaggccaa ggagcgcacg 960 
gaagtcctca gcttcaagcc cccagagcca 1020 
cagtgaggtg ctgcccagca gcccctgaga 1080 
ccacagctgg cctggtttcc tcgagaggca 1140 
ggcctaggac ccctcgcctt caggagaatc 1200 
tgtacatgtg cttgccatgt gtaggagtct 1260 
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gggcacaagt gtccctgggc ctaccttggt cctcctgtcc tcttctggct actgcactct 1320 
ccactgggac ctgactgtgg ggtcctagat gccaaagggg ttcccctgcg gagttcccct 13 80 
gtctgtccca ggccgaccca agggagtgtc agccttgggc tctcttctgt cccagggctt 1440 
tcctggagga cgcgctgggg ccgggacccc gggagactca aaga 1484 

<210> 79 

<211> 1675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7523564CB1 



<400> 79 

tatgtccggg aggcgcttcc acctctccac 
tcctccaacc caacggctta ctttcaagga 
tgttttaaaa aaccatttgg taaaggaagg 
aatcaatgat ggggctgcca tcctgaggca 
aatcacagta tgtggtgata ttcatggaca 
tggaggatca cctagtaaca cacgctacct 
tttcagtata gagtgtgtgc tgtatttatg 
gtttctgctt cggggaaatc atgaatgcag 
ggaatgtcga atcaaatatt cggaacaggt 
tcttcctctt gctgccctct taaaccagca 
tgaagttact tctttagatg acattaggaa 
tggacctgtg tgtgacctgc tttggtctga 
cttggagcac tatacccaca acactgtccg 
agtttgtgaa tttttgcaga acaataattt 
agatgctggg tatcgaatgt acaggaagag 
aattttctct gcccccaatt acctagatgt 
ttttgattat cctcaatgat gggaaatctt 
cagccaaaag tcattcggag tcaagactga 
caatgtcatg aatatcaggc agtttaactg 
tatggatgtt tccacatggt ctttgccttt 
aaatgtgctc aacatatgct ctgatgacga 
cactacagtt cgtaaggaga tcatcaggaa 
ggtcttttca attcttcggc aagaaagtga 
cacaggcaca ctccctctgg gcgtcctctc 
agtagaagcg gtagaggccc gggaagccat 
gagttttgaa gaagcgcgag gtctggaccg 
tagcatacac gctggtgggc caatgaaatc 
caggagcgac caagggaaga aagcccattc 

<210> 80 

<211> 1489 

<212> DNA 

<213> Homo sapiens 



caccgaccgc gtcatcaaag ctgtcccctt 60 
agtatttgag aatgggaaac ctaaagttga 120 
acgactggaa gaggaagtag ccttaaagat 180 
agagaagact atgatagaag tagatgctcc 240 
attctttgac ctaatgaagt tatttgaagt 300 
ctttctgggt gactatgtgg acagaggcta 3 60 
gagtttaaag attaatcatc ccaaaacatt 420 
gcatcttaca gactatttca ccttcaaaca 480 
gtatgatgcc tgtatggaga catttgactg 540 
gtttctctgt gtacatggag gaatgtcacc 600 
attagacagg tttacggaac ctcccgcctt 660 
tccctcagag gattatggca atgagaagac 720 
agggtgctct tatttctaca gttaccctgc 780 
actatcaatt atcagagccc atgaagccca 840 
ccaagccaca ggctttccat cacttattac 900 
ctataacaat aaagagtctg cgacacattc 960 
cgtcctttga gggtggattt gatttttgga 1020 
taaataagct gctgtgttga aatatgaaaa 1080 
ttctccacac ccctactggc ttccaaactt 1140 
tgttggggaa aaagtcacag agatgctggt 1200 
actgatttct gatgatgaag cagaaggaag 1260 
taagatcaga gccattggga agatggcacg 1320 
gagtgtgctg actctcaagg gcctgactcc 1380 
aggaggcaag cagactatcg agacagccac 1440 
cagagggttc tcgcttcagc acaagatccg 1500 
aattaatgag cgaatgccac cccgaaagga 1560 
tgtaacctca gcacactcac atgctgcgca 1620 
atgacttaga gtcctgccgt ggcta 1675 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523572CB1 



<400> 80 

tatgtccggg aggcgcttcc acctctccac 
tcctccaacc caacggctta ctttcaagga 
tgttttaaaa aaccatttgg taaaggaagg 
aatcaatgat ggggctgcca tcctgaggca 
aatcacagta tgtggtgata ttcatggaca 
tggaggatca cctagtaaca cacgctacct 
tttcagtata gagtgtgtgc tgtatttatg 
gtttctgctt cggggaaatc atgaatgcag 
ggaatgtcga atcaaatgtt cggaacaggt 



caccgaccgc gtcatcaaag ctgtcccctt 60 
agtatttgag aatgggaaac ctaaagttga 120 
acgactggaa gaggaagtag ccttaaagat 180 
agagaagact atgatagaag tagatgctcc 240 
attctttgac ctaatgaagt tatttgaagt 300 
ctttctgggt gactatgtgg acagaggcta 360 
gagtttaaag attaatcatc ccaaaacatt 420 
gcatcttaca gactatttca ccttcaaaca 480 
gtatgatgcc tgtatggaga catttgactg 540 
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tcttcctctt gctgccctct taaaccagca gtttctctgt gtacatggag gaatgtcacc 
tgaaattact tctttagatg acattaggaa attagacagg tttacggaac ctcccgcctt 
tggacctgtg tgtgacctgc tttggtctga tccctcagag gattatggca atgagaagac 
cttggagcac tatacccaca acactgtccg agggtgctct tatttctaca gttaccctgc 
agtttgtgaa tttttgcaga acaataattt actatcaatt atcagagccc atgaagccca 
agatgctggg tatcgaatgt acaggaagag ccaagccaca ggctttccat cacttattac 
aattttctct gcccccaatt acctagatgt ctataacaat aaagctgctg tgttgaaata 
tgaaaacaat gtcatgaata tcaggcagtt taactgttct ccacacccct actggcttcc 
aaactttatg gatgttttca catggtcttt gccttttgtt ggggaaaaag gaagcactac 
agttcgtaag gagatcatca ggaataagat cagagccgtt gggaagatgg cacgggtctt 
ttcaattctt cggcaagaaa gtgagagtgt gctgactctc aagggcctga ctcccacagg 
cacactccct ctgggcgtcc tctcaggagg caagcagact atcgagacag ccacagtaga 
agcggtagag gcccgggaag ccatcagagg gttctcgctt cagcacaaga tccggagttt 
tgaagaagcg cgaggtctgg accgaattaa tgagcgaatg ccaccccgaa aggatagcat 
acacgctggt gggccaatga aatctgtaac ctcagcacac tcacatgctg cgcacaggag 
cgaccaaggg aagaaagccc attcatgact tagagtcctg ccgtggcta 

<210> 81 
<211> 1775 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 7523586CB1 

<400> 81 

taggtcagcg agtttgaggg aggaccgcga gccgctgccg ccgtcatgtc cgaggactcg 60 
agcgccctgc cctggtccat caacagggac gattacgaac tgcaggaggt gatcgggagt 120 
ggagcaactg ctgtagtcca agcagcttat tgtgccccta aaaaggagaa agtggcaatc 180 
aaacggataa accttgagaa atgtcaaact agcatggatg aactcctgaa agaaattcaa 240 
gccatgagtc aatgccatca tcctaatatt gtatcttact acacatcttt tgtggtaaaa 3 00 
gatgagctgt ggcttgtcat gaagctgcta agtggagtga cacactggag aaactggatt 360 
gctttgttaa aggccctgtt catatgatgg ttggaagctt tgctaacacc aaccaccttt 420 
caagatggtg gtcaagcatg gttctttcag tatggagaga tatgggagta ttaggttctg 480 
ttctggatat tattaagcac attgtggcaa aaggggaaca caaaagtgga gtcctagatg 540 
aatctaccat tgctacgata ctccgagaag tactggaagg gctggaatat ctgcataaaa 600 
atggacagat ccacagagat gtgaaagctg gaaacattct tcttggagaa gatggctcag 660 
tacagattgc agactttggg gttagtgctt ttttagcaac tggtggtgat attacccgaa 720 
ataaagtgag aaagaccttt gttggcaccc cttgttggat ggcacctgaa gttatggaac 780 
aggtccgtgg ttatgatttc aaagctgata tttggagttt tggaattaca gcaattgaat 840 
tggctacagg ggcggctcct tatcataaat atccaccaat gaaggtttta atgctgacac 900 
tgcagaacga tcctccttct ttggaaactg gtgttcaaga taaagaaatg ctgaaaaaat 960 
atggaaaatc atttagaaaa atgatttcat tgtgccttca aaaagatcca gaaaaaagac 1020 
caacagcagc agaactatta aggcacaaat ttttccagaa agcaaagaat aaagaatttc 1080 
ttcaagaaaa aacattgcag agagcaccaa ccatttctga aagagcaaaa aaggttcgga 1140 
gagtaccagg ttccagtggg cgtcttcata agacagagga tggaggctgg gagtggagtg 1200 
atgatgaatt tgatgaagaa agtgaggaag ggaaagcagc aatttcacaa ctcaggtctc 1260 
cccgagtgaa agaatcaata tcaaattctg agctctttcc aacaactgat cctgtgggta 1320 
ctttgctcca agttccagaa cagatctctg ctcatctacc tcagccagct gggcagattg 1380 
ctacacagcc aactcaagtc tctctcccac ccaccgcaga gccagcaaaa acagctcaag 1440 
ctttgtcttc aggatcaggt tcacaagaaa ccaagatccc aatcagtcta gtactaagat 1500 
taaggaattc caaaaaagaa ctaaatgata ttcgatttga atttactcct gggagagata 1560 
cagcagaggg tgtctctcag gaactcattt ctgctggcct ggtcgacgga agggatttag 1620 
taatagtggc agctaatttg cagaaaattg tggaagaacc tcagtcaaat cgatctgtca 1680 
ctttcaaact ggcatctggt gtcgaaggct cagatattcc tgatgatggt aaactgatag 1740 
gatttgccca gctcagcatc agctaaacca caacc 1775 

<210> 82 

<211> 2776 

<212> DNA 

<213> Homo sapiens 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1489 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523617CB1 

<400> 82 

ggactttggt tatactcatg gcacgatggc 
ttctccacac ttacccttca gtgaaagcaa 
agctatgggg aaccaccctt ctcccaagct 
acgaacagag ctaatcgaga gcgtgcacag 
aagtgaggat tccagggacc agtttgagaa 
atcagagacg gcggtgtctc aggggaacag 
aactgaagac ataaagattc agttcagcag 
aggactattt ggatgcttaa ggcctgtatg 
ttacaaattg cagcagcaag atacttggga 
gtggctgggt agtggagccc aaggagcggt 
ggccatcaag aaagtgagag aacagaatga 
gcaccctaac atcatcgcat tcaatgtttt 
agattttggt acatctaagg aactcagtga 
ggtcgcatgg atggcgccag aggtgatacg 
atggtctttt ggagtggtgc ttcgggagct 
agattcttca gccattatct ggggtgttgg 
cacttgccct gatggattca aaatccttat 
ccgaccttct tttcggcaga cactcatgca 
caccccacaa gaaacttact tcaagtctca 
ttttgagaag atcaaaagtg aaggaacttg 
aaggcgcaga gaagagctca ggcatgcgct 
tgagcgggcg aataatttat acatggaatt 
ggagaaggag ctcattaagc gtgagcaagc 
acgacaccct gttcgtccta tcatccatcc 
aggagtgcct cacaaafcctg ggatgcagac 
gatccccacc acagaagtgg ctcccactgc 
cacttctagc . agcaagagcc gatatcgaag 
aggcagccat agtgactttg ccgcaatctt 
ccatcccact tacctgcacc aagctcaatc 
tctgcagcag caataccagc agccccctcc 
caatatgcac ggacaggaca tagcaacctg 
agcagccctg cggagcccac tcagcaacca 
tgacctcatc tccacagcca tggctgcaga 
ccaagctggt ccctggggct gttgccaggc 
gccagaacag tatgggtcct tagacatacc 
cctttccaag tcaccagcac ataatcctct 
ggaagaaaat gaattcagcg gctgtaggtc 
cacccctcca gcgctacctc gaaaaacaag 
agaagaggaa gaaggggaag tagatagtga 
tcgctgtatc agcagctgcc agtcatattc 
tgatggagaa gagggaaata ccagtgacca 
acttgaagac cgcttggcag agaagctaga 
cattgacata tcctcacact cggatgggct 
gaagactcag atgtctctgg gcaagctgtg 
gcagtttgaa gaatcggact gtgactcttc 
gaccaataaa cactacagct ctgctacctg 
cgtgactata ctggca 

<210> 83 

<211> 1683 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523625CB1 

<400> 83 



caactttcag gagcacctga gctgctcctc 60 
aaccttcaat ggactacaag atgagctcac 120 
gctcgaggac cagcaggaaa aggggatggt 180 
ccccgtcacc acaacagtgt tgacgagcgt 240 
cagcgttctt cagctaaggg aacacgatga 300 
caacacggtg gacggagaga gcacaagtgg 3 60 
gtcaggcagt ggcagtggtg ggtttcttga 420 
gaatatcatt gggaaggcat attccactga 480 
agtgccattt gaggagatct ccgagctgca 540 
cttcttgggc aagttccggg cggaagaggt 600 
gacggatatc aagcatttga ggaagttgaa 660 
agtgacccac acagatgcgg taaaaatttc 720 
caaaagtacc aagatgtcat ttgctggcac 780 
gaatgaacct gtctctgaaa aagttgatat 840 
gctgacagga gagatccctt acaaagatgt 900 
aagcaacagc ctccaccttc cagttccttc 960 
gaaacagacg tggcagagta aacctcgaaa 1020 
tttagacatt gcctctgcag atgtacttgc 1080 
ggctgaatgg agagaagaag tgaaaaaaca 1140 
tatacaccgg ttagatgaag aactgattcg 1200 
ggatattcgt gaacactatg agcggaagct 1260 
gagtgccatc atgctgcagc tagaaatgcg 1320 
agtggaaaag aagtatcctg ggacctacaa 1380 
caatgccatg gagaaactca tgaaaaggaa 1440 
caaacggcca gacttgttga gatcagaagg 1500 
atcccctttg tccggaagtc ccaaaatgtc 1560 
caaaccacgc caccgccgag ggaatagcag 1620 
gaaaaaccag ccagcccagg aaaattcacc 1680 
ccaataccct tctcttcatc accataattc 1740 
tgccatgtcc cagagtcacc atcccagact 1800 
cgccaacaac ctgaggtatt tcggcccagc 1860 
tgctcagaga cagctgcccg gctcgagccc 1920 
ctgctggaga agttctgagc ctgacaaggg 1980 
tgacgcttat gacccctgcc ttcagtgcag 2040 
ctctgctgag ccagtgggga ggagccctga 2100 
cttggaaaac gcccagagtt ctgagaaaac 2160 
tgagtcatcc ctcggcacct ctcatctcgg 2220 
gcctctgcag aagagtggag atgactcctc 2280 
agttgaattt ccacgaagac agaggcccca 2340 
aacctttagc tctgagaatt tctctgtgtc 2400 
ctcaaacagt cctgatgagt tagctgataa 2460 
cgacctgctg tcccagacgc cagagattcc 2520 
ctctgacaag gagtgtgccg tgcgccgtgt 2580 
tgtggaggaa cgtggctatg agaaccccat 2640 
agatggggag tgttctgatg ccacagttag 2700 
gtaatgaagg aatacacatc ctgaagatct 2760 

2776 



80/102 



WO 2004/042022 



PCT7US2003/034809 



tgcaagagga ctatgaaaga ttatgatgaa 
attgggacag gtggctttgc aaaggtcaaa 
gtagctataa aaatcatgga taaaaacaca 
gagattgagg ccttgaagaa cctgagacat 
gagacagcca acaaaatatt catggttctt 
aaattaaagc tgattgactt tggtctctgt 
ctacagacat gctgtgggag tctggcbtat 
tatcttggat cagaggcaga tgtttggagc 
ggatttctac catttgatga tgataatgta 
aaatatgatg ttcccaagtg gctctctccc 
caggtggacc caaagaaacg gatttctatg 
caagattaca actatcctgt tgagtggcaa 
gattgcgtaa cagaactttc tgtacatcac 
atttcactgt ggcagtatga tcacctcacg 
gctcggggaa aaccagttcg tttaaggctt 
accccattca cagacatcaa gtcaaataat 
aaaaattatg tggcgggatt aatagactat 
gctgctactc cccgaacatc acagtttacc 
tctaaatcat taactccagc cttatgcaga 
aatgtatata ctcctaagtc tgctgtaaag 
aagactccag ttaataagaa ccagcataag 
actacaccct caaaagctag aaaccagtgc 
aattcaacag gaacagacaa gttaatgaca 
ataatgtgac tacaactaga ttagtgaatc 
ttcttccaaa gaagcatgtt gactttgtac 
agtcagattt tgggaaagtg acaatgcaat 
ccgatgtggt gggtatcagg aggcagcggc 
tagtggaaga catcctatct agctgcaagg 
ata 

<210> 84 

<211> 2020 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523650CB1 



cttctcaaat attatgaatt acatgaaact 60 
cttgcctgcc atatccttac tggagagatg 120 
ctagggagtg atttgccccg gatcaaaacg 180 
cagcatatat gtcaactcta ccatgtgcta 240 
gaggaaaatt tgctgtttga tgaatatcat 3 00 
gcaaaaccca agggtaacaa ggattaccat 360 
gcagcacctg agttaataca aggcaaatca 420 
atgggcatac tgttatatgt tcttatgtgt 480 
atggctttat acaagaagat tatgagagga 540 
agtagcattc tgcttcttca acaaatgctg 600 
aaaaatctat tgaaccatcc ctggatcatg 660 
agcaagaatc cttttattca cctcgatgat 720 
agaaacaaca ggcaaacaat ggaggattta 780 
gctacctatc ttctgcttct agccaagaag 840 
tcttctttct cctgtggaca agccagtgct 900 
tggagtctgg aagatgtgac cgcaagtgat 960 
gattggtgtg aagatgattt atcaacaggt 1020 
aagtactgga cagaatcaaa tggggtggaa 1080 
acacctgcaa ataaattaaa gaacaaagaa 1140 
aatgaagagt actttatgtt tcctgagcca 1200 
agagaaatac tcactacgcc aaatcgttac 1260 
ctgaaagaaa ctccaattaa aataccagta 1320 
ggtgtcatta gccctgagag gcgcttcact 13 80 
cagatcaact gttgaatgaa ataatgtcta 1440 
aaaagggtta tacactgaag tgtcaaacac 1500 
ttgaattaga agtgtgccag cttcaaaaac 1560 
ttaagggcga tgcctgggtt tacaaaagat 162 0 
tataattgat ggattcttcc atcctgccgg 1680 

1683 



<400> 84 

tgcagaaggt gaccagccag ctcagggcag 
cacacagatg acctgctggg gcagggggcc 
aaatccggag agctggttgc tgtgaaggtc 
gaggtgcagg tgagggagtt tgaggtcctg 
ctctttgcgg tggaggagac gggcggaagc 
tccagtggga gcctgctgag tgtgctggag 
gatgagttcc tggtggtgct gcgctgtgtg 
ggcattgtgc atcgcgacat caagccgggg 
cagagcatct acaagctgac agacttcggc 
ttcgtctcgg tctatgggac tgaggagtac 
cttcgaaagc cccagcaaaa agcgttcggg 
accttgtacc gtgcagccac tggcagcctg 
aacaaggaga tcatgtaccg gatcaccacg 
cagaggcggg agaacgggcc cctggagtgg 
tcactgatag ccattttcca ggaggccgtg 
caggagtacc tctttgaggg tcacctctgt 
atcgcccaca cgacggcaag cagccccctg 
ctggccttca gggaccctgc tctggacgtc 
gcggattaca acactgccaa gggcgtgttg 
cgggccctgc tggatgggca ggagctaatg 
ctccaggcca catgcagacg gactctggaa 
agcagcctgg gaactgagag gttcagcagc 
aaggcggctg cagaactgag gtccaggctg 



gagatgcaga gcacagccaa ttacctgtgg 60 
actgccagtg tgtacaaggc ccgcaacaag 12 0 
ttcaacacta ccagctacct gcggccccgc 180 
cggaagctga accaccagaa catcgtcaag 240 
cggcagaagg tactggtgat ggagtactgc 300 
agccctgaga atgcctttgg gctgcctgag 360 
gtggccggca tgaaccacct gcgggagaac 420 
aacatcatgc gcctcgtagg ggaggagggg 480 
gctgcccggg agctggatga tgatgagaag 540 
ctgcatcccg acatgtatga gcgggcggtg 600 
gtgactgtgg atctctggag cattggagtg 660 
cccttcatcc cctttggtgg gccacggcgg 720 
gagaagccgg ctggggccat tgcaggtgcc 780 
agctacaccc tccccatcac ctgccagctg 840 
cacaagcaga ccagtgtggc cccccgacac 900 
gtcctcgagc ccagcgtctc agcacagcac 960 
accctcttca gcacagccat ccctaagggg 1020 
cccaagttcg tccccaaagt ggacctgcag 1080 
ggcgccggct accaggccct gcggctggca 1140 
tttcgggggc tgcactgggt catggaggtg 1200 
gtggcaagga caaccctcct ctacctcagc 1260 
gtggctggaa cgcctgagat ccaggaactg 1320 
cggactctag cggaggtcct ctccagatgc 1380 
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tcccaaaata tcacggagac ccaggagagc ctgagcagcc tgaaccggga gctggtgaaa 1440 
agccgggatc aggtacatga ggacagaagc atccagcaga ttcagtgcEg ttSSSS ISM 
atgaacttca tctacaaaca gttcaagaag tctaggatga ggccagggct tggctacaac llsn 
gaggagcaga ttcacaagct ggataaggtg aatttcagL alttagccaa aagactcctg I62S 
caggtgttcc aggaggagtg cgtgcagaag tatcaagcgt ccttagtcac acac'SgcaaJ 16sS 
aggatgaggg tggtgcacga gaccaggaac cacctgcgcc tggtt^gctg ttc?J?ggc? 174^ 
gcctgtaaca cagaagccca gggggtccag gagagtctca gcaagcatgc aagagcJJtg 1800 
cgaggggatg aagctgctgg catctgacct cctggacaac aaccgcatca tcgafcggc? IBM 
aaatagagtc ccagcacttc ctgatgtctg agctccttgg ggcacatgag gcatcc??aa 1920 
gcattaatct gattcgtgac aagctttcga gcctagctag c£taaccacl StJggScc 198? 
gggcttcgcg ctacacgcgt agttctatta agtgttcacc SJ^gggccc 



<210> 85 

<211> 1369 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523 665CB1 

<400> 85 



!^" tttca sagctgcctg atcattgcta cagaatgaac tctagcccag ctgggacccc 60 
aagtccacag ccctccaggg ccaatgggaa catcaacctg gggccttcag ccaacccaaa 12 0 
c?ta^r CC acggacttc ST acttcctcaa agtcatcggc laagggaac? acgggaaSg? lao 
°^ a ^^ C aa scsrcaagc ctgatggggc gttctatgca gtgaaggtac tacagaaaaa 240 
gtccatctta aagaagaaag agcagagcca catcatggca gagcgcagtg tgcttctaaa 300 
ScSSS TctlTJa l C3t ^ CCt ^gctactcc Jtfclgala? c?gagaaS l°s°o 
"^^1^ ctcgactatg tcaacggggg agagctcttc ttccacctgc agcgggagcg 420 

S ctfaa^?^ ^ aggttcta cgctgctgag Stggccagcg ccaKggcta tlo 
cctgcactcc ctcaacatca tttacaggga tctgaaacca gagaacattc tcttaaacta 540 

cacSStcc acffictaT T gatt "^ -tctgcaag gaaggtgtag lgcc?gaaga lio 
acattctgtg gtacccctga gtacttggca cctgaagtgc ttcggaaaga 660 
gccttatgat cgagcagtgg actggtggtg cttgggggca gtcctctacg agatgctcca 720 
SSSiSSS ^ CttCtaCa gcca ^ at 5t atcccagatg tatgagaaca tJctJcacca 780 
gccgctacag atccccggag gccggacagt ggccgcctgt gacctcctgc aaagccttct 840 
cagaggcagc ggctgggctc caaagcagac tttcttgaga ttalgaacca 900 
£ 2 act ^atga cctgtaccac aagaggctaa ctccaccctt 960 

» aa ^f a = 9 fc 9 ata S9at acactcgggc caggcaccag aaaagcttct tttcgttggg 1020 
gaatactaao SSS?^ at&at ^^ a ^tataccc tggagagaga accaLcaJg 
StcSr? *n?. ??l g ? fc ^ acttta 3 aatgagacac tccggagctg gattcccggt 1140 
tttgtcacct accatttgtg aggtcttcaa caggacctgc tgacttgaag cattttcracc 1200 
acIaS^ 30 CCasr ? aagCt ^tccaagt ccattggc?g tacccc?gaf actgtggcca 126? 
gcagctctgg ggcctcaagt gcattcctgg gattttctta tgcgccagag gatgatgaca 1320 
tcttggattg ctagaagaga aggacctgtg aaactactga ggccagc?a gaCgatgaCa 

<210> 86 

<211> 1759 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523 672CB1 

<400> 86 

^ a ^ g ^ Cg 9 at 9 aa S aa 9 atcaaacggc agctgtcaat gacactccga ggtggccgag 60 
ScggcStS ccctaaaoU gCCCCtgagc a Sataggcct ggatgagagt ggtggtggg ^0 
SS^ a9 = ga ccct p a 9 a ^ gcccccacac gtgctgctcc tggggaactt cgttctgcac 180 
ggggcccact cagctctgca ccagagattg tgcacgagga cttgaagatg gggtctgata 240 
22X22? CCaggcttca ^cacgtcct cggatgaggt gcagtc?cc! g?gagaSgI 30S 
facclgStal c ^aagatct ccactgagga catcaacaag cgcc?a?cac 3 6 6 

taccagctga catccggctg cctgagggct acctggagaa gctgaccctc aatagcccca 420 
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tctttgacaa 
ggaaactgga 
acaaaggcaa 
atgaagaggg 
acgccaacat 
ttgagtacct 
tgcacaacgt 
ccactccaac 
gcccttggag 
ctgtgtttgg 
ctgcctgcca 
ctgccaccgg 
gaggggagag 
gacatactcc 
cacggactac 
cacaggccgt 
tatcttagga 
gacatacaac 
tagcgacggg 
cgcagaggat 
tcctgacact 
tcggtcttcg 
ctaagccaca 



gcccctcagc 
gacctacatt 
aagcaagctc 
ggcaccctgc 
cgttacgcta 
ggacaaggac 
gaaagtgggt 
ccacaaatct 
ggcactggga 
gaggggagca 
ttcctgggtc 
cagaaggtgc 
ctcaagctgg 
aatgaggtgg 
tccactcaga 
cccctctttc 
accccaactg 
taccccaagt 
gccgacctcc 
gccatgaaac 
acttccatat 
tcgatgcctg 
gaccgagga 



cgccgcctcc 
aagctggaca 
acagacaacc 
accgccatcc 
catgacatta 
ctgaagcagt 
gtggggcagg 
cccagaaacg 
ccctgtcctc 
gtgcctgctg 
cccagctgtt 
tacaccgaga 
ctgactttgg 
tgacactgtg 
ttgacatgtg 
cgggctccac 
aggagacgtg 
accgagccga 
tcaccaagct 
atccattctt 
ttgcactaaa 
actcaggcag 



gtcgtgtcag 
aactgggcga 
ttgtggcact 
gggaagtgtc 
tccacacgga 
acctggatga 
aagcaggggc 
gacttttccc 
ttttgtgtga 
ggggtcgggc 
cctgttccag 
cctcaagccc 
cctggcccga 
gtaccggccc 
gggtgtgggc 
ggtggaggaa 
gccaggcatc 
ggcccttttg 
gttgcagttt 
cctcagtctg 
ggagattcag 
gccagctttc 



cctatctgag 
gggtacctat 
caaggagatc 
cctgctcaag 
gaagtccctc 
ctgtgggaac 
acaagggggc 
tttggctttt 
caaggctctg 
tagtggatag 
ctgctccgtg 
cagaacctgc 
gccaagtcaa 
cctgacatcc 
tgcatcttct 
cagctacact 
ctgtccaacg 
agccacgcac 
gagggtcgaa 
ggggagcgga 
ctacaaaagg 
cgcgtggtgg 



attggctttg 
gccaccgtct 
agactggaac 
gacctcaaac 
acccttgtct 
atcatcaaca 
ccccactcac 
tttgctagga 
ggcctagtgt 
tctttgacct 
gcctggccta 
tcatcaacga 
tcccaacaaa 
tgcttgggtc 
atgagatggc 
tcatcttccg 
aggagttcaa 
cccgacttga 
atcggatctc 
tccacaaact 
aggccagcct 
acaccgagtt 



480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1759 



<210> 87 
<211> 2480 
<212> DMA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523687CB1 

<400> 87 

taggccccca gggatggacg tcgtggaccc 
ctatgacctg ctacagcggc tgggtggcgg 
caaggtgtca ggggacctgg tggcactgaa 
ctccaccctt cagaaggaaa tcctcatatt 
ctaccatggg agttatctct ggttgcagaa 
tggttctctc caggacatct accaagggac 
acagggacat caagggagct aacatcctca 
actttggcat ctcggcccag attggggcta 
caccctactg gatggctccg gaagtggcag 
tgtgtgacat ctggtccctg ggcatcacgg 
tctttgatgt gcaccctctc agagttctct 
cccgactgaa ggaaaaaggc aaatggtcgg 
tgactaagag tcccaagaaa cgacccagcg 
cccagcctgg gctgaatcga ggcctgatcc 
ggaaaggacc ctccattggg gacattgagg 
ctcggcggat cagatccacc caccgctcca 
gtcggcggca catggagttc aggaagctcc 
ccgctcgcct acagcctcct cgagacctca 
agtcgtctga cgatgactat gacgacgtgg 
ctccacttcc ccccaagccc aagttccgtt 
gggatgatgg gcagctgagc ccgggggtgc 
acagcccccg tcctgggcct cccccatcca 
aaccctcact ctggaaccca ccctcccggg 
agaaggaaaa gatgaagaga aagggatgtg 
ccctccggat ccacagcacg gccgcctgga 
tcctgggggc agaggaaggc atcttcatcc 
aaatgctctt fccctagccgg actacgtggg 
tctcaggaaa gaccccccac ctgtattctc 
agaccagagc aggaaacccc atcgctcaca 



tgacattttc aatagagacc cccgggacca 60 
cacgtatggg gaagtcttta aggctcgaga 120 
gatggtgaag atggagcctg atgatgatgt 180 
gaaaacttgc cggcatgcca acatcgtggc 240 
actctggatc tgcatggaat tctgtggggc 300 
tggcctattt gcactcacag aagaagatac 3 60 
tcaatgatgc tggggaggtc agattggctg 420 
cactggccag acgcctctct ttcattggga 480 
ctgtggccct gaagggagga tacaatgagc 540 
ccatcgaact ggccgagcta cagccaccgc 600 
tcctcatgac caagagtggc taccagcctc 660 
ctgccttcca caacttcatc aaagtcactc 720 
ccaccaagat gctcagtcat caactggtat 780 
tggatcttct tgacaaactg aagaatcccg 840 
atgaggagcc cgagctaccc cctgctatcc 900 
gctctctggg gatcccagat gcagactgct 960 
gaggaatgga gaccagaccc ccagccaaca 1020 
ggagcagcag ccccaggaag caactgtcag 1080 
acatccccac ccctgcagag gacacacctc 1140 
ctccatcaga cgagcgtcct gggagcatgg 1200 
tggtccggtg tgccagtggg cccccaccaa 1260 
ccagcagccc ccacctcacc gcccattcag 1320 
agcttgacaa gcccccactt ctgcccccca 1380 
cccttctcgt aaagttgttc aatggctgcc 1440 
cacatccctc caccaaggac cagcacctgc 1500 
tgaaccggaa tgaccaggag gccacgctgg 1560 
tgtactccat caacaacgtt ctcatgtctc 1620 
atagcatcct tggcctgctg gaacggaaag 1680 
ttagccccca ccgcctactg gcaaggaaga 1740 
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acatggtttc caccaagatc 
gtgcgagctc tgggggcccg 
agtggtacca gcccatgaac 
cgcctctgtc cgtgttcgcg 
tcggcgtgag ccccgggcgg 
cgctctcttg ctggctgggc 
aggtagagga agatatggtg 
aggggtcccc agtccgggga 
ccgtggctat ggttggaggt 
ctctaggctc ggatcagctg 
ttggctcccc caggcctgta 
gcaacctcta catccaggaa 
cctcccccat agacacacta 

<210> 88 
<211> 1828 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 7523689CB1 

<400> 88 

tafccgccacc atggacgaac aggaggcatt gaactcaatc atgaacgatc tggtggccct 60 
ccagatgaac cgacgtcacc ggatgcctgg atatgagacc atgaagaaca aagacacagg 120 
tcactcaaat aggcagaaaa aacacaacag cagcagctca gcccttctga acagccccac 180 
agtaacaaca agctcatgtg caggggccag tgagaaaaag aaatttttga gtgacgtcag 240 
aatcaagttc gagcacaacg gggagaggcg aattatagcg ttcagccggc ctgtgaaata 3 00 
tgaagatgtg gagcacaagg tgacaacagt atttggacaa cctcttgatc tacattacat 3 60 
gaacaatgag ctctccatcc tgctgaaaaa ccaagatgat cttgataaag caattgacat 42 0 
tttagataga agctcaagca tgaaaagcct taggatattg ctgttgtccc aggacagaaa 480 
ccataacagt tcctctcccc actctggggt gtccagacag gtgcggatca aggcttccca 540 
gtccgcaggg gatataaata ctatctacca gccccccgag cccagaagca ggcacctctc 600 
tgtcagctcc cagaaccctg gccgaagctc acctccccct ggctatgttc ctgagcggca 660 
gcagcacatt gcccggcagg ggtcctacac cagcatcaac agtgaggggg agttcatccc 720 
agagaccagc gagcagtgca tgctggatcc cctgagcagt gcagaaaatt ccttgtctgg 780 
aagctgccaa tccttggaca ggtcagcaga cagcccatcc ttccggaaat cacgaatgtc 840 
ccgtgcccag agcttccctg acaacagaca ggaatactca gatcgggaaa ctcagcttta 900 
tgacaaaggg gtcaaaggtg gaacctaccc ccggcgctac cacgtgtctg tgcaccacaa 960 
ggactacagt gatggcagaa gaacatttcc ccgaatacgg cgtcatcaag gcaacttgtt 1020 
caccctggtg ccctccagcc gctccctgag cacaaatggc gagaacatgg gtctggctgt 1080 
gcaatacctg gacccccgtg ggcgcctgcg gagtgcggac agcgagaatg ccctctctgt 1140 
gcaggagagg aatgtgccaa ccaagtctcc cagtgccccc atcaactggc gccggggaaa 1200 
gctcctgggc cagggtgcct tcggcagggt ctatttgtgc tatgacgtgg acacgggacg 1260 
tgaacttgct tccaagcagg tccaatttga tccagacagt cctgagacaa gcaaggaggt 1320 
gagtgctctg gagtgcgaga tccagttgct aaagaacttg cagcatgagc gcatcgtgca 13 80 
gtactatggc tgtctgcggg accgcgctga gaagaccctg accatcttca tggagtacat 1440 
gccagggggc tcggtgaaag accagttgaa ggcttacggt gctctgacag agagcgtgac 1500 
ccgaaagtac acgcggcaga tcctggaggg catgtcctac ctgcacagca acatgattgt 1560 
tcaccgggac attaagggag cctgggctgc actgtggtgg agatgctgac agagaaacca 1620 
ccgtgggcag agtatgaagc tatggccgcc atcttcaaga ttgccaccca gcccaccaat 1680 
cctcagctgc cctcccacat ctctgaacat ggccgggact tcctgaggcg catttttgtg 1740 
gaggctcgcc agagaccttc agctgaggag ctgctcacac accacctttg cacagctcat 1800 
gtactgagct ctcacggcca cacagcta ~ 1828 

<210> 89 
<211> 1505 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 



caggacacca aaggctgccg 
ttcctgtgcg gtgcattgga 
aaattcctgc ttgtccggca 
ctgctgaccg ggccaggctc 
ccggggaagt cggtgctctt 
gagatgagca ccgagcacag 
atggtgttga tggatggctc 
cttcgcacac ctgagatccc 
cagcttcagg ccttctggaa 
ctacaggagc tgagagaccc 
gtggtggaga cacgcccagt 
tgagtcccta ggggggtgtc 



ggcgtgctgt gtggcggagg 1800 
gacgtccgtt gtcctgcttc 1860 
ggtgctgttc ccactgccga 1920 
tgagctgccc gctgtgtgca 1980 
ccacacggtg cgctttggcg 2040 
gggacccgtg caggtgaccc 2100 
tgtgaagctg gtgaccccgg 2160 
catgaccgaa gcggtggagg 2220 
gcatggagtg caggtgtggg 2280 
taccctcact ttccgtctgc 2340 
ggatgatcct actgctccca 2400 
aggaactagt ccttgcaccc 2460 

2480 
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<223> Incyte ID No: 7523705CB1 



<400> 89 

tgaacctgga atgggctgtg tgttctgcaa 
ggatgctggc ctggaagggg acttcagaag 
ccccactaag gcccggcctg catcctcatt 
ctctcaggcc atcaaccctg gcttccttga 
tggggtgacc ctgttcattg ccctgtatga 
cttcaccaag ggcgagaagt tccacatcct 
tcggtctctc agctccggaa aaactggctg 
ctcaatccaa gctgaagagt ggtactttgg 
gctgctttca ccaggcaacc cccagggggc 
aggtgcctac tccctgtcca tccgggactg 
ttacaagatc cgcaaactgg acatgggcgg 
ctcggtgcag gagctggtgc agcactacat 
catcgcgccc tgcgccatca tgaagccgca 
gatcagccgc agctccatca cgctggagcg 
gtggctgggc acgtggaacg gcagcactaa 
catgtccccg aaggccttcc tggaggaggc 
gctggtgcag ctgtacgccg tggtgtcgga 
gtgtcacggc agcttgctgg attttctcaa 
ccaattggtg gacatggcag cccaggttcc 
gctgccctct ttggcagatt caccatcaag 
actgagctca tcaccaaggg ccgaatcccc 
gaacaggtgg agcagggcta ccacatgccg 
gaggccatgg aacagacctg gcgtctggac 
cagtccttcc tggaggacta cttcacctcc 
acatagcctg tccgggcatc aaccctctct 
agaga 

<210> 90 

<211> 1334 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523706CB1 



gaaattggag ccggtggcca cggccaagga 60 
ctacggggca gcagaccact atgggcctga 120 
tgcccacatc cccaactaca gcaacttctc 180 
tagtggcacc atcaggggtg tgtcagggat 240 
ctatgaggct cgaactgagg atgacctcac 3 00 
gaacaatact gaaggtgact ggtgggaggc 360 
cattcccagc aactacgtgg cccctgttga 420 
aaagattggg agaaaggatg cagagaggca 480 
ctttctcatt cgggaaagcg agaccaccaa 540 
ggatcagacc agaggcgatc atgtgaagca 600 
ctactacatc accacacggg ttcagttcaa 660 
ggaggtgaat gacgggctgt gcaacctgct 720 
gacgctgggc ctggccaagg acgcctggga 780 
ccggctgggc accggctgct tcggggatgt 840 
ggtggcggtg aagacgctga agccgggcac 900 
gcaggtcatg aagctgctgc ggcacgacaa 960 
ggagcccatc tacatcgtga ccgagttcat 1020 
gaacccagag ggccaggatt tgaggctgcc 1080 
aagttcccca tcaagtggac agccccagaa 1140 
tcagacgtgt ggtcctttgg gatcctgctc 1200 
tacccaggca tgaataaacg ggaagtgttg 1260 
tgccctccag gctgcccagc atccctgtac 1320 
ccggaggaga ggcctacctt cgagtacctg 13 80 
gctgaaccac agtaccagcc cggggatcag 1440 
ggcggtggcc accagtcctt gccaatcccc 1500 

1505 



<400> 90 

tcaggatggg gtgcatgaag tccaagttcc 
ctgaaaccag cgccagccca cactgtcctg 
agccggggcc taatagccac aacagcaaca 
gtggaaggct cgatccctgg ccacccggaa 
ccgcgttgac tctctggaga cagaggagaa 
ctcggcaggg agataccgtg aaacattaca 
acatatcccc ccgaagcacc ttcagcactc 
ggaacgacgg gctctgccag aaactgtcgg 
cttgggagaa agatgcctgg gagatccctc 
gagctgggca gtttggggaa gtctggatgg 
tgaagacgat gaagccaggg agcatgtcgg 
tgaaaactct gcagcatgac aagctggtca 
tctacatcat cacggagttc atggccaaag 
agggcagcaa gcagccattg ccaaaactca 
tggccttcat cgagcagagg aactacatcc 
tctctgcatc cctggtgtgt aagattgctg 
acgagtacac ggctcgggaa ggggccaagt 
tcaactttgg ctccttcacc atcaagtcag 
agatcgtcac ctacggccgg atcccttacc 
ctctggagcg tggataccgg atgcctcgcc 
tcatgatgcg ctgctggaaa aaccgtccgg 
gtgtgctgga tgacttctac acggccacag 
gaggaccagg gcag 



tccaggtcgg aggcaataca ttctcaaaaa 60 
tgtacgtgcc ggatcccaca tccaccatca 120 
caccaggaat cagggaggat ccggggagtg 180 
ggagggctac atcccaagca actatgtcgc 240 
gctactcttt gtccgtgcga gactacgacc 3 00 
agatccggac cctggacaac gggggcttct 3 60 
tgcaggagct ggtggaccac tacaagaagg 420 
tgccctgcat gtcttccaag ccccagaagc 480 
gggaatccct caagctggag aagaaatttg 540 
ccacctacaa caagcacacc aaggtggcag 600 
tggaggcctt cctggcagag gccaacgtga 660 
aacttcatgc ggtggtcacc aaggagccca 720 
gaagcttgct ggactttctg aaaagtgatg 780 
ttgacttctc agcccagatt gcagaaggca 840 
accgagacct ccgagctgcc aacatcttgg 900 
actttggcct ggcccgggtc attgaggaca 960 
tccccatcaa gtggacagct cctgaagcca 1020 
acgtctggtc ctttggtatc ctgctgatgg 1080 
cagggatgtc aaaccctgaa gtgatccgag 1140 
cagagaactg cccagaggag ctctacaaca 1200 
aggagcggcc gaccttcgaa tacatccaga 1260 
agagccagta ccaacagcag ccatgatagg 1320 

1334 
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<210> 91 

<211> 2234 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523707CB1 

<400> 91 

tcgtgctcgc tccaggcgca accatgtcgc catttcttcg gattggcttg tccaactttg 60 
actgcgggtc ctgccagtct tgtcagggcg aggctgttaa cccttactgt gctgtgctcg 12 0 
tcaaagagta tgtcgaatca gagaacgggc agatgtatat ccagaaaaag cctaccatgt 180 
acccaccctg ggacagcact tttgatgccc atatcaacaa gggaagagtc atgcagatca 240 
ttgtgaaagg caaaaacgtg gacctcatct ctgaaaccac cgtggagctc tactcgctgg 300 
ctgagaggtg caggaagaac aacgggaaga cagaaatatg gttagagctg aaacctcaag 3 60 
gccgaatgct aatgaatgca agatactttc tggaaatgag tgacacaaag gacatgaatg 420 
aatttgagac ggaaggcttc tttgctttgc atcagcgccg gggtgccatc aagcaggcaa 480 
aggtccacca cgtcaagtgc cacgagttca ctgctacctt cttcccacag cccacatttt 540 
gctttgtctg ccacgagttt gtctggggcc tgaacaaaca gggctaccag tgccgacaat 600 
gcaatgcagc aattcacaag aagtgtattg ataaagttat agcaaagtgc acaggatcag 660 
ctatcaatag ccgagaaacc atgttccaca aggagagatt caaaattgac atgccacaca 720 
gatttaaagt ctacaattac aagagcccga ccttctgtga acactgtggg accctgctgt 780 
ggggactggc acggcaagga ctcaagtgtg atgcatgtgg catgaatgtg catcatagat 840 
gccagacaaa ggtggccaac ctttgtggca taaaccagaa gctaatggct gaagcgctgg 900 
ccatgattga gagcactcaa caggctcgct gcttaagaga tactgaacag atcttcagag 960 
aaggtccggt tgaaattggt ctcccatgct ccatcaaaaa tgaagcaagg ctgccatgtt 1020 
taccgacacc gggaaaaaga gagcctcagg gcatttcctg ggagtctccg ttggatgagg 1080 
tggataaaat gtgccatctt ccagaacctg aactgaacaa agaaagacca tctctgcaga 1140 
ttaaactaaa aattgaggat tttatcttgc acaaaatgtt ggggaaagga agttttggca 1200 
aggtcttcct ggcagaattc aagaaaacca atcaattttt cgcaataaag gccttaaaga 1260 
aagatgtggt cttgatggac gatgatgttg agtgcacgat ggtagagaag agagttcttt 1320 
ccttggcctg ggagcatccg tttctgacgc acatgttttg tacattccag accaaggaaa 13 80 
acctcttttt tgtgatggag tacctcaacg gaggggactt aatgtaccac atccaaagct 1440 
gccacaagtt cgacctttcc agagcgacgt tttatgctgc tgaaatcatt cttggtctgc 1500 
agttccttca ttccaaagga atagtctaca gggacctgaa gctagataac atcctgttag 1560 
acaaagatgg acatatcaag atcgcggatt ttggaatgtg caaggagaac atgttaggag 1620 
atgccaagac gaataccttc tgtgggacac ctgactacat cgccccagag ctcttcgtgc 1680 
gagaacctga gaagaggctg ggcgtgaggg gagacatccg ccagcaccct ttgtttcggg 1740 
agatcaactg ggaggaactt gaacggaagg agattgaccc accgttccgg ccgaaagtga 1800 
aatcaccatt tgactgcagc aatttcgaca aagaattctt aaacgagaag ccccggctgt 1860 
catttgccga cagagcactg atcaacagca tggaccagaa tatgttcagg aacttttcct 1920 
tcatgaaccc cgggatggag cggctgatat cctgaatctt gcccctccag agacaggaaa 1980 
gaatttgcct tctccctggg aactggttca agagacactg cttgggttcc tttttcaact 2040 
tggaaaaaga aagaaacact caacaataaa gactgagacc cgttcgcccc catgtgactt 2100 
ttatctgtag cagaaaccaa gtctacttca ctaatgacga tgccgtgtgt ctccgtctcc 2160 
tgacatgtct cacagacgct cctgaagtta ggtcattact aaccatagtt tatttacttg 2220 
aaagatgggt ctcc 2234 

<210> 92 

<211> 1696 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523719CB1 

<400> 92 

tatggcgggc gcatcagagc tcgggaccgg cccaggagca gcgggtggag atggagatga 60 
ttcgctatac ccgatcgcgg ttttaatcga cgagctccgc aatgaagacg tgcagctccg 120 
actcaacagt attaagaagt tatcaacaat tgccctagca cttggagtag aaaggacccg 180 
aagtgaattg ttgccatttc ttacagatac aatttatgat gaagatgagg tactattagc 240 
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tcttgctgag 

tctgctgcct 

tgtggagtcc 

tgtacctctg 

tggtttgttc 

gcaattccgt 

attgggtgaa 

gttcactagt 

tgtcagtatt 

tcgacaagca 

agagctccag 

gaacctactt 

acttggtgag 

ttatataaag 

agtgattgga 

agatgccaaa 

gctgggtgtg 

ccatgtatac 

tggtacagag 

taattacttg 

tcaggaaata 

agcaaatgtt 

caatgcttta 

ggatgtcaaa 

aggagggaaa 



cagctgggaa 

cctttggaaa 

ctgagacaga 

gtgaaacgct 

agcgtttgct 

tccttgtgct 

tttgcaaaag 

ctagcttcag 

gcccagttat 

gcagaagata 

aaagccatgg 

aaagactgtg 

aacttgccca 

tgtcctgacg 

atccgtcagc 

tggagggtcc 

gaattctttg 

gccatccgag 

tgggcccaaa 

catagaatga 

actactaagc 

cgcttcaatg 

cagggagaag 

tactttgcac 

aggcca 



atttcactgg 

atctggcaac 

tctcccagga 

tagcaagtgg 

atcccagggc 

cagatgacac 

ttttggaatt 

atgaacagga 

tgtctcagga 

aatcttggcg 

gtcctaaaat 

aagctgaagt 

ttgaagatag 

ttcgtttgaa 

tctctcagcc 

gcctggccat 

atgaaaagct 

aagctgccac 

atactattgt 

ccactttatt 

aaatgctgcc 

tggccaaatc 

tgaagccagt 

aggaagctat 



cctagtggga 
tgtggaagag 
gcatactcct 
ggattggttc 
atcaaatgct 
accaatggta 
agacagtgtg 
ttcagtgcgc 
tgaccttgag 
cgttcgctat 
caccctaaat 
ccgggcagct 
agagaccata 
tatcatctcc 
tctccttcct 
cattgagtat 
gaattcttta 
caacaacctc 
tcccaaagtg 
ctgcattaat 
catcgtatta 
tctacaaaag 
actacagaag 
aagtgttctt 



ggtcctgact 
actgfctgttc 
gttgctctgg 
acctctcgca 
gttaaagcag 
cgacgtgctg 
aaaagtgaaa 
ctccttgctg 
actttggtga 
atggtggctg 
gacctcatcc 
gctgcccaca 
attatgaatc 
aatttggatt 
gccatagtgg 
atgccgctgc 
tgtatggctt 
atgaaactag 
ttagtaatgg 
gcactgtctg 
aaaatggcag 
attggaccaa 
ttaggtcaag 
gcattggcat 



ttgcccactg 

gtgacaaggc 

aagcttattt 

catctgcatg 

aaatcagaca 

ctgcttccaa 

ttgttccact 

tggaagcttg 

tgcctacact 

acagattttc 

ccgcctttca 

aagtaaaaga 

aaattctgcc 

gtgtaaatga 

agctggcaga 

tggcaggcca 

ggctcgtgga 

ttcagaagtt 

caaatgatcc 

aggcctgtgg 

gagaccaagt 

ttctagatac 

atgaagacgt 

aatgaggagc 



300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1696 



<210> 93 

<211> 2432 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



7523720CB1 



<400> 93 

tatgaaccga 

ctctgggcca 

aaggggagct 

atcaaaaaac 

gcccagctct 

ggaggagatg 

aagctcaagg 

cagatcgcca 

actcaaaatg 

cgagtgttag 

agccctgaat 

tgctgtgtct 

ttagtttatc 

ctggcagaac 

agcatcctga 

ataaaaacct 

gtggtttctg 

gagggctccc 

gcctctggtc 

agcaatacca 

gggagggatt 

tctaatgagt 

aacactaaat 

actggggaaa 

aaggaccagg 

gatttacagc 

aggagagaac 



gcttcttgtt 

gcgctgggaa 

atggagaggt 

tgaacctccg 

tgtctcagtt 

gtctgctcta 

agcagaaagg 

tggctttgca 

tcttcctaac 

agaaccactg 

tgttctcaaa 

atgaaatggc 

ggattattga 

tgataagaac 

ggcagcctta 

ccaaaaataa 

gagaggcaga 

agacatatat 

tcttgaagtc 

cagaactagc 

cagtgagtga 

taggaggtat 

ccagtgccca 

agaatgaacc 

atcaagttgc 

cacacaactc 

agactgagca 



gccgcccgct 

catgcccctg 

gacgcttgtg 

aaatgcctct 

gaagcatccc 

cattgtcatg 

gcagcttctg 

gtgtttacat 

aagaacaagc 

tgacatggct 

caaaccctac 

caccttgaag 

aggaaagctg 

aat get gage 

tataaagegg 

cattaaaaat 

atcaaatcat 

aatgggtgaa 

acctgccagt 

cacaatcagt 

tggctttgtt 

atgeagtatt 

gectgaaaac 

agtgaagcct 

tggtgaatgt 

tgggtctgaa 

cagaggggaa 



gccctacccg 

gccgcctact 

aagcaccggc 

agecgagage 

aacattgtca 

ggcttctgtg 

cctgagaatc 

gaaaaacaca 

atcatcaaag 

agcaccctca 

aactataagt 

catgetttea 

ccaccaatgc 

aagaggcctg 

caaatctcct 

ggtgactctc 

gaagtaatcc 

ggcaaatgtt 

ctgaaagccc 

agegtaaata 

caggagaatc 

tctcaagtgg 

ctgattccca 

ctgcagcccc 

attatagaaa 

ccttccctgt 

aagagacagg 



ccgctgccgc 

gctacctgcg 

gggacggcaa 

ggcgagctgc 

cctacaagga 

aaggaggtga 

aggtggtaga 

tccttcatcg 

taggggacct 

ttggcacacc 

ctgatgtttg 

atgeaaaaga 

caagagatta 

aagaaaggee 

tctttttgga 

aatccaagcc 

acccccaacc 

tgtcccagga 

atacctgeaa 

ttgacatctt 

agecaagata 

aagaggagat 

tgtggtcctc 

taatcaaaga 

aacagggcag 

ctcgacagcg 

teegcagaga 



cgcatcccga 

ggtcgtgggc 

gcagtatgtc 

tgaacaggaa 

gtcatgggaa 

tttgtaccga 

gtggtttgta 

agate tgaaa 

aggaattgee 

ctactacatg 

ggctctagga 

tatgaattct 

cagcccagag 

gtctgtgagg 

ggccacaaag 

ttttgetaca 

actctcttct 

gaaacccagg 

acaggacttg 

acctgeaaaa 

tttggatgcc 

getgeaggae 

tgacattgtc 

acaaaageca 

aatccaccca 

aeggcaaaag 

tetctttget 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 
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ttccaagagt cgcctcctcg atttttgcct 
acatcaacac aaaaagaggc tgaaaaccaa 
tcaaggagca gtgagatgtc atcatcaaag 
cgactaaagc agtcacagga agaaatgtcc 
ctgagtgtag cagggccagg aaaaccccag 
ctctcctctg actgcagcgt cactcaggaa 
gagttaagtt cttctacaag ttcaactgat 
ggtcagacaa atgaaattaa tgccttggta 
tctaaagaga gctgtgaaga tgtcccggta 
cggaaatatc gggacacact gatacttcat 
cattttaaag agctaccttc aggtacgttt 
ttacagtgtg aaagctcgcc agttgaaatt 
tgtcctaatc tgctgccaga attaaagacc 
agggcaaaca gtcatttgga agccactcac 

<210> 94 

<211> 2009 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523737CB1 



tctcatccca ttgttgggaa agtggatgtc 1680 
cgtagagtgg tcactgggtc tgtgagcagt 1740 
gatcgaccat tatcagccag agagaggagg 1800 
tcttcaggcc cttcagtgag gaaagcgtct 1860 
gaagaagacc agcccttgcc tgcccgacgg 1920 
aggaaacaga ttcattgtct gtctgaggat 1980 
aagtcagatg gggattacgg ggaagggaaa 2040 
caattgatga ctcagaccct gaaactggat 2100 
gcaaacccag tgtcagaatt caaacttcat 2160 
gggaaggttg cagaagaggc agaggaaatc 2220 
gcgggagcac atgggtgaaa agtatacaac 2280 
ttttgaagaa aacatgaatt tttgagcatt 2340 
tatttttaga ggattttggc ttaaaaagca 2400 
ca 2432 



<400> 94 

tgcagaaggt gaccagccag ctcagggcag 
cacacagatg acctgctggg gcagggggcc 
aaatccggag agctggttgc tgtgaaggtc 
gaggtgcagg tgagggagtt tgaggtcctg 
ctctttgcgg tggaggagac gggcggaagc 
tccagtggga gcctgctgag tgtgctggag 
gatgagttcc tggtggtgct gcgctgtgtg 
ggcattgtgc atcgcgacat caagccgggg 
cagagcatct acaagctgac agacttcggc 
ttcgtctcgg tctatgggac tgaggagtac 
cttcgaaagc cccagcaaaa agcgttcggg 
accttgtacc atgcagccac tggcagcctg 
aacaaggaga tcatgtaccg gatcaccacg 
cagaggcggg agaacgggcc cctggagtgg 
tcactggggc tgcagagcca gctggtgccc 
gccaagtgct ggggcttcga ccagttcttt 
gtcgtccatg tcttctccct gtcccaggca 
aacacgatag ccattttcca ggaggccgtg 
caggagtacc tctttgaggg tcacctctgt 
atcgcccaca cgacggcaag cagccccctg 
ctggccttca gggaccctgc tctggacgtc 
gcggattaca acactgccaa gggcgtgttg 
cgggccctgc tggatgggca ggagctaatg 
ctccaggcca catgcagacg gactctggaa 
agcagcctgg gaactgagag gttcagcagc 
aaggcggctg cagaactgag gtccaggctg 
tcccaaaata tcacggagac ccaggagagc 
agccgggatc aggtacatga ggacagaagc 
atgaacttca tctacaaaca gttcaagaag 
gaggagcaga ttcacaagct ggataaggtg 
caggtgttcc aggaggagtg cgtgcagaag 
aggatgagca tgcaagagct ctgcgagggg 
aacaaccgca tcatcgaacg gctaaataga 
tggggcacat gaggcatcct gaagcatta 

<210> 95 
<211> 1711 
<212> DNA 



gagatgcaga gcacagccaa ttacctgtgg 60 
actgccagtg tgtacaaggc ccgcaacaag 120 
ttcaacacta ccagctacct gcggccccgc 18 0 
cggaagctga accaccagaa cattgtcaag 240 
cggcagaagg tactggtgat ggagtactgc 3 00 
agccctgaga atgcctttgg gctgcctgag 360 
gtggccggca tgaaccacct gcgggagaac 420 
aacatcatgc gcctcgtagg ggaggagggg 480 
gctgcccggg agctggatga tgatgagaag 540 
ctgcatcccg acatgtatga gcgggcggtg 600 
gtgactgtgg atctctggag cattggagtg 660 
cccttcatcc cctttggtgg gccacggcgg 720 
gagaagccgg ctggggccat tgcaggtgcc 780 
agctacaccc tccccatcac ctgccagctg 840 
atcctggcca acatcctgga ggtggagcag 900 
gcggagacca gtgacatcct gcagcgagtt 960 
gtcctgcacc acatctatat ccatgcccac 1020 
cacaagcaga ccagtgtggc cccccgacac 1080 
gtcctcgagc ccagcgtctc agcacagcac 1140 
accctcttca gcacagccat ccctaagggg 1200 
cccaagttcg tccccaaagt ggacctgcag 1260 
ggcgccggct accaggccct gcggctggca 1320 
tttcgggggc tgcactgggt catggaggtg 1380 
gtggcaagga catccctcct ctacctcagc 1440 
gtggctggaa cgcctgagat ccaggaactg 1500 
cggactctag cggaggtcct ctccagatgc 1560 
ctgagcagcc tgaaccggga gctggtgaag 1620 
atccagcaga ttcagtgctg tttggacaag 1680 
tctaggatga ggccagggct tggctacaac 1740 
aatttcagtc atttagccaa aagactcctg 1800 
tatcaagcgt ccttagtcac acacggcaag 1860 
atgaagctgc tggcatctga cctcctggac 1920 
gtcccagcac ctcctgatgt ctgagctcca 1980 

2009 
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<213> Homo sapiens 
<220> 

<221> misc^feature 

<223> Incyte ID No: 7523742CB1 

<400> 95 

tcagggacct ggactccgcc tcgtccccgg ggctcgggca gccgagccat ggcggggaac 60 
tgtggggccc gcggcgcgct gtcggcgcac acgctgctgt tcgacctgcc gcccgcgctg 120 
ctcggagagc tctgcgctgt tctggacagc tgcgacggcg cgctgggctg gcgcggcctg 180 
ggagcagtgt tgagtccttc agagaagagt tatcaggaag gtggatttcc aaatatatta 240 
ttcaaggaaa cagccaatgt caccgtggat aatgttctta ttcctgaaca taatgaaaaa 300 
ggagtactgc ttaaatcttc catcagcttt caaaatatca tagaaggaac tagaaatttc 360 
cacaaagact tcctaattgg agaaggagag atttttgagg tatacagagt ggagattcaa 420 
aacctaacat atgctgtcaa actatttaaa caggagaaaa aaatgcagtg taagaagcat 480 
tggaagaggt ttttatctga gcttgaagtt ttactactgt ttcatcaccc aaacatacta 540 
gagttggctg catattttac agagactgag aagttctgtc tgatttatcc atacatgaga 600 
aatggaacac tttttggcag attgcagtgt gtaggtgaca cggccccact cccttggcac 660 
attcgaatcg gtatattaat aggaatatcc aaagccattc actacctgca caacgttcaa 720 
ccatgctcgg tcatctgtgg cagtatatca agtgcaaaca tccttttgga tgatcagttt 780 
caacccaaac taactgattt tgccatggca cacttccggt cccacctaga acatcagagt 840 
tgtaccataa atatgaccag cagcagcagt aaacatctgt ggtacatgcc agaagagtac 900 
atcagacagg ggaaactttc cattaaaaca gatgtctaca gctttggaat tgtaataatg 960 
gaagttctaa caggatgtag agtagtgtta gatgatccaa aacatatcca gctgcgggat 1020 
ctccttagag aattgatgga gaagagaggc ctggattcat gtctctcatt tctagataag 1080 
aaagtgcctc cctgccctcg gaatttctct gccgagctct tctgtttggc aggccggtgt 1140 
gctgcaacgc gggcaaagtt aagaccatca atggatgaag t.tttaaatac tcttgaaagt 1200 
acttaagcca gcttgtattt tgctgaagat cctcccacat cactaaagtc cttcaggtgt 1260 
ccttctcctc tattcctgga gaatgtacca agtattccag tggaagatga tgaaagccag 1320 
aataacaatt tactaccttc tgatgaaggc ctgaggatag acagaatgac tcagaaaact 1380 
ccttttgaat gcagccagtc tgaggttatg tttctgagct tggacaaaaa gccagagagc 1440 
aagagaaatg aggaagcttg caacatgccc agttcttctt gtgaagaaag ttggttccca 1500 
aagtatatag ttccatccca ggacttaagg ccctataagg taaatataga tccttcttca 1560 
gaagctccag ggcattcttg caggagcagg ccagtggaga gcagctgttc ctccaaattt 162 0 
tcctgggatg aatatgaaca gtacaaaaaa gaataaattc taccagaaga taaagaaaaa 1680 
agcaagtatt gcataggcac ctgagcatag g 1711 

<210> 96 

<211> 1677 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523743CB1 

<400> 96 

tatggcgggc gcatcagagc tcgggaccgg cccaggagca gcgggtggag atggagatga 60 
ttcgctatac ccgatcgcgg ttttaatcga cgagctccgc aatgaagacg tgcagctccg 120 
actcaacagt attaagaagt tatcaacaat tgccctagca cttggagtag aaaggacccg 180 
aagtgaattg ttgccatttc ttacagatac aatttatgat gaagatgagg tactattagc 240 
tcttgctgag cagctgggaa atttcactgg cctagtggga ggtcctgact ttgcccactg 300 
tctgctgcct cctttggaaa atctggcaac tgtggaagag actgttgttc gtgacaaggc 3 60 
tgtggagtcc ctgagacaga tctcccagga gcatactcct gttgctctgg aagcttattt 420 
tgtacctctg gtgaaacgct tagcaagtgg ggattggttc acctctcgca catctgcatg 480 
tggtttgttc agcgtttgct atcccagggc atcaaatgct gttaaagcag aaatcagaca 540 
gcaattccgt tccttgtgct cagatgacac accaatggta cgacgtgctg ctgcttccaa 600 
attgggtgaa tttgcaaaag ttttggaatt agacagtgtg aaaagtgaaa ttgttccact 660 
gttcactagt ctagcttcag atgaacagga ttcagtgcgc ctccttgctg tggaagcttg 720 
tgtcagtatt gcccagttat tgtctcagga tgaccttgag actttggtga tgcctacact 780 
tcgacaagca gcagaagata aatcttggcg cgttcgctat atggtggctg acagattttc 840 
agagctccag aaagccatgg gtcctaaaat caccctaaat gacctcatcc ccgcctttca 900 
gaacctactt aaagactgtg aagctgaagt ccgggcagct gctgcccaca aagtaaaaga 960 
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acttggtgag aacttgccca ttgaagatag 
ttatataaag gaattagtat ccgataccaa 
aattatggga ttgtctacta ttttgggcaa 
tttcttagct cagttaaagg atgagtgtcc 
ggattgtgta aatgaagtga ttggaatccg 
agtggagctg gcagaagatg ccaaatggag 
gctgctggca ggccagctgg gtgtggaatt 
ggcttggctc gtggaccatg gcactgtctg 
aaatgctgcc catcgtatta aaaatggcag 
tggccaaatc tctacaaaag attggaccaa 
tgaagccagt actacagaag ttaggtcaag 
aggaagctat aagtgttctt gcattggcat 

<210> 97 

<211> 1876 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__feature 

<223> Incyte ID No: 7523745CB1 



agagaccata attatgaatc aaattctgcc 1020 
tcaacatgtc aaatcggctc tagcttctgt 1080 
agaaaatacc attgaacatc ttctacctct 1140 
tgacgtccgt ttgaatatca tctccaattt 1200 
tcagctctct cagtctctcc ctcctgccat 1260 
ggtccgcctg gccatcattg agtatatgcc 1320 
ctttgatgaa aagctgaatt ctttatgtat 1380 
aggcctgtgg tcaggaaata actactaagc 1440 
gagaccaagt agcaaatgtt cgcttcaatg 1500 
ttctagatac caatgcttta cagggagaag 1560 
atgaagacat ggatgtcaaa tactttgcac 1620 
aatgaggagc aggagggaaa aggccta 1677 



<400> 97 

tgaacctgga atgggctgtg tgttctgcaa 
ggatgctggc ctggaagggg acttcagaag 
ccccactaag gcccggcctg catcctcatt 
ctctcaggcc atcaaccctg gcttccttga 
tggggtgacc ctgttcattg ccctgtatga 
cttcaccaag ggcgagaagt tccacatcct 
tcggtctctc agctccggaa aaactggctg 
ctcaatccaa gctgaagact atatagacgg 
tggccctagg accccacttt ggggaaagct 
gagaggaaat ccagaccagg ccaagtcaga 
acaagagagg gcgtgtcaga ggctaccgct 
actttggaaa gattgggaga aaggatgcag 
agggggcctt tctcattcgg gaaagcgaga 
gggactggga tcagaccaga ggcgatcatg 
tgggcggcta ctacatcacc acacgggttc 
actacatgga ggtgaatgac gggctgtgca 
agccgcagac gctgggcctg gccaaggacg 
tggagcgccg gctgggcacc ggctgcttcg 
gcactaaggt ggcggtgaag acgctgaagc 
aggaggcgca ggtcatgaag ctgctgcggc 
tgtcggagga gcccatctac atcgtgaccg 
ttctcaagaa cccagagggc caggatttga 
aggtagctga gggcatggcc tacatggaac 
cagccaacat cctggttggg gagcggctgg 
gtctcatcaa ggacgatgag tacaacccct 
cagccccaga agctgccctc tttggcagat 
ggatcctgct cactgagctc atcaccaagg 
gggaagtgtt ggaacaggtg gagcagggct 
catccctgta cgaggccatg gaacagacct 
tcgagtacct gcagtccttc ctggaggact 
ccggggatca gacatagcct gtccgggcat 
tgccaatccc cagaga 

<210> 98 

<211> 2363 

<212> DNA 

<213> Homo sapiens 



gaaattggag ccggtggcca cggccaagga 60 
ctacggggca gcagaccact atgggcctga 120 
tgcccacatc cccaactaca gcaacttctc 180 
tagtggcacc atcaggggtg tgtcagggat 240 
ctatgaggct cgaactgagg atgacctcac 300 
gaacaatact gaaggtgact ggtgggaggc 3 60 
cattcccagc aactacgtgg cccctgttga 420 
ttaaggaaga gagtggagag tgcaaaaggt 480 
gccctcgaag gagaaggagc cattggagaa 540 
acaaccgaga gagcggagaa gcttcaggaa 600 
ggatttggca gtgggggtga ccttggtggt 660 
agaggcagct gctttcacca ggcaaccccc 720 
ccaccaaagg tgcctactcc ctgtccatcc 780 
tgaagcatta caagatccgc aaactggaca 840 
agttcaactc ggtgcaggag ctggtgcagc 900 
acctgctcat cgcgccctgc accatcatga 960 
cctgggagat cagccgcagc tccatcacgc 1020 
gggatgtgtg gctgggcacg tggaacggca 1080 
cgggcaccat gtccccgaag gccttcctgg 1140 
acgacaagct ggtgcagctg tacgccgtgg 1200 
agttcatgtg tcacggcagc ttgctggatt 1260 
ggctgcccca attggtggac atggcagccc 1320 
gcatgaacta cattcaccgc gacctgaggg 1380 
cgtgcaagat cgcagacttt ggcttggcgc 1440 
gccaaggttc caagttcccc atcaagtgga 1500 
tcaccatcaa gtcagacgtg tggtcctttg 1560 
gccgaatccc ctacccaggc atgaataaac 1620 
accacatgcc gtgccctcca ggctgcccag 1680 
ggcgtctgga cccggaggag aggcctacct 1740 
acttcacctc cgctgaacca cagtaccagc 1800 
caaccctctc tggcggtggc caccagtcct 1860 

1876 



<220> 

<221> misc_feature 
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<223> Incyte ID No: 7523757CB1 



<400> 98 
tatggagctg 
cgtgggggcc 
ggccgccgtg 
aatcaccatc 
caggaatgac 
ttaccatgcc 
gaaggggctc 

ggggtgtcag 

tactggatgg 
gacgtctggg 
cacctgcacc 
ctgagagata 
aagaatccta 
cagctccctc 
accccctccc 
tcccgggggc 
aaatttggcg 
tggacactac 
ctggaggaaa 
gacgatacca 
ccagcagagg 
aacagctccc 
aggtcatcct 
aaggtcttca 
actcgggacc 
gaactgcatg 
gtgaacaacg 
ccaggcctgt 
cgcctcaccc 
aaaggctgct 
gccgccctgc 
ctgctgaaga 
ctggatggga 
tgccgcgtcc 
ccacctggct 
gagctgacct 
ttccggagcc 
acagatgaaa 
attcccactg 
acctactaag 



cgggatgtgt 
gggacctatg 
aagatagtca 
ctgcgtgagt 
cgcttgtgga 
actgggcccc 
caccacctgc 
gcgagctgac 
ctcccgaggt 
ccctgggcat 
ccatgagggc 
agactcgctg 
agaaggggcc 
gggccctcct 
ctgaggactg 
agcacggccc 
ccccacgcag 
tgggaaagga 
ggagtctgac 
tgggaaccat 
agcctctgtc 
cactgctgcc 
gccacgggct 
atggctgccc 
agttcctggt 
aggatacgct 
tgctgctgtc 
ttgagcagcg 
agcgcatcat 
tgcagtgtcg 
ccaccagcct 
acttctccag 
aggagctgcc 
tgttccatgt 
gtgtgaggat 
ttgatttccc 
atgggatgca 
caaggatctt 
acaacccaga 
agcagcgggc 



cgctgcagga 
gcgacgtcta 
agctagaccc 
gccgccaccc 
tctgcatgga 
tggaggagcg 
attctcaggg 
agcgtctgtg 
ggctgctgtg 
cactgccatt 
cctgatgctc 
gacccagaat 
gacagcagag 
cacacagctg 
tgagctggag 
agccgagagg 
gaaggaaact 
agagttgagt 
tattcggtca 
caagcgggcc 
cagtccccca 
cacggcctgg 
ccccccaact 
cctgcggatc 
ggtaggggcc 
ggagaagctg 
actctcaggg 
gaggctacag 
ccccaggcgc 
tgtggcgcgg 
gctcctgctg 
ccctctgccc 
gcaggtgtgt 
cctgcccctg 
tgtcaacatg 
catcgagact 
aggccgaagc 
ccgagtgctt 
ggcgcacagc 
eta 



cccgcgggac 
caaggcccgc 
aggggacgac 
caatgtggtg 
gttctgcgga 
geagattgee 
gaagatccac 
gecaagagga 
gagegcaaag 
gagctgggcg 
atgtcgaaga 
ttccaccact 
aagctcctgc 
ctggacaaag 
acctatgaca 
accccctcgg 
gacccactga 
gggagcctgc 
gectcagaat 
ccgttcctag 
ggaaccctgc 
gccaccatga 
cccaaggtgc 
cacgctgctg 
gaggaaggca 
atttcacatc 
aaatccacgc 
caacaggttc 
tttgctctgt 
aacccctaca 
cagtggtatg 
agcccagctg 
gttggggccg 
gaggctggee 
cagggegage 
gtggtgtgcc 
ctggatacca 

ggggcccaca 

aacctctaca 



cgcttcgagc 
gaeaeggtea 
atcagctccc 
gectacattg 

gggggctccc 

tacgtctgcc 

agagacatca 

ggtctttcat 

gtggctacaa 

agctgcagcc 

gcagcttcca 

ttctcaaact 

agcacccgtt 

ccagtgaccc 

tgtttccaga 

agatccagtt 

atgagccgtg 

tgcagtcggt 

tccaggagct 

ggccactccc 

ccccacctcc 

ageageggga 

atatgggege 

tcacctggat 

tctacacact 

gctgctcctg 

acatctgggc 

ccctctccat 

ccaccaagat 

cgggtgccac 

agccgctgca 

ggatgctgga 

aggggectga 

tgacgcccga 

ccacggccac 

tgcaggacag 

atgaggtgac 

gagacatcat 

tcctcacggg 



tgctgcagcg 60 
cgtccgaact 120 
tccagcagga 180 
gcagctacct 240 
tgcaggagat 300 
gagaggcact 3 60 
agctgacttt 420 
tgggactccc 480 
tgagctatgt 540 
ccctctgttc 600 
gccgcccaaa 660 
ggccctgacc 720 
cacgactcag 780 
tcatctgggg 840 
caccattcac 900 
tcaccaggtg 960 
ggaggaagag 102 0 
ccaggaggcc 1080 
ggactcccca 1140 
cactgaccct 1200 
ttcaggcccc 1260 
ggatcctgag 1320 
ctgcttctcc 1380 
tcaccctgtt 1440 
caacctgcat 1500 
gctctactgc 1560 
ccatgacctc 1620 
ccccaccaac 1680 
tcctgacacc 1740 
cttcctgctg 1800 
gaagtttctg 1860 
gccgctggtg 1920 
ggggcccggc 1980 
catcctcatc 2040 
actggcacct 2100 
tgtgctggcc 2160 
ccaggagatc 2220 
cctggagagc 22 80 
ccaccagagc 2340 
2363 



<210> 99 

<211> 2032 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523770CB1 



<400> 99 

tgetgeggag 

aacaggaggc 

accggatgcc 

aaaaacacaa 

gtgeagggge 

aeggggagag 

aggtgacaac 

tectgetgaa 

gcatgaaaag 



gtgacactca 
attgaactca 
tggatatgag 
cagcagcagc 
cagtgagaaa 
gcgaattata 
agtatttgga 
aaaccaagat 
ccttaggata 



eggaccttag 
atcatgaacg 
accatgaaga 
tcagcccttc 
aagaaatttt 
gcgttcagcc 
caacctcttg 
gatcttgata 
ttgctgttgt 



ccaccgccgc 
atctggtggc 
acaaagacac 
tgaacagccc 
tgagtgacgt 
ggcctgtgaa 
atctacatta 
aagcaattga 
cccaggacag 



cgccatcgcc 
cctccagatg 
aggtcactca 
cacagtaaca 
cagaatcaag 
atatgaagat 
catgaacaat 
cattttagat 
aaaccataac 



accatggacg 60 
aaccgacgtc 120 
aataggcaga 180 
acaagctcat 240 
ttcgagcaca 300 
gtggagcaca 3 60 
gagctctcca 420 
agaagctcaa 480 
agttcctctc 540 
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cccactctgg ggtgtccaga caggtgcgga 
atactatcta ccagcccccc gagcccagaa 
ctggccgaag ctcacctccc cctggctatg 
aggggtccta caccagcatc aacagtgagg 
gcatgctgga tcccctgagc agtgcagaaa 
acagcccatc cttccggaaa tcacgaatgt 
aggaatactc agatcgggaa actcagcttt 
cccggcgcta ccacgtgtct gtgcaccaca 
cccgaatacg gcgtcatcaa ggcaacttgt 
gcacaaatgg cgagaacatg ggtctggctg 
ggagtgcgga cagcgagaat gccctctctg 
ccagtgcccc catcaactgg cgccggggaa 
tctatttgtg ctatgacgtg gacacgggac 
atccagacag tcctgagaca agcaaggagg 
taaagaactt gcagcatgag cgcatcgtgc 
agaagaccct gaccatcttc atggagtaca 
aggcttacgg tgctctgaca gagagcgtga 
gcatgtccta cctgcacagc aacatgattg 
tccgagactc tgctgggaat gtaaagctgg 
cgatctgtat gtcggggacg ggcatgcgct 
ctgaggtgat cagcggcgag ggctatggaa 
ctgtggtgga gatgctgaca gagaaaccac 
tcttcaagat tgccacccag cccaccaatc 
gccgggactt cctgaggcgc atttttgtgg 
tgctcacaca ccactttgca cagctcatgt 

<210> 100 

<211> 2299 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> xnisc_f eature 

<223> Incyte ID No: 7523919CB1 



tcaaggcttc ccagtccgca ggggatataa 600 
gcaggcacct ctctgtcagc tcccagaacc 660 
ttcctgagcg gcagcagcac attgcccggc 720 
gggagttcat cccagagacc agcgagcagt 780 
attccttgtc tggaagctgc caatccttgg 840 
cccgtgccca gagcttccct gacaacagac 900 
atgacaaagg ggtcaaaggt ggaacctacc 960 
aggactacag tgatggcaga agaacatttc 1020 
tcaccctggt gccctccagc cgctccctga 1080 
tgcaatacct ggacccccgt gggcgcctgc 1140 
tgcaggagag gaatgtgcca accaagtctc 1200 
agctcctggg ccagggtgcc ttcggcaggg 1260 
gtgaacttgc ttccaagcag gtccaatttg 1320 
tgagtgctct ggagtgcgag atccagttgc 13 80 
agtactatgg ctgtctgcgg gaccgcgctg 1440 
tgccaggggg ctcggtgaaa gaccagttga 1500 
cccgaaagta cacgcggcag atcctggagg 1560 
ttcaccggga cattaaggga gccaacatcc 1620 
gggactttgg ggccagcaaa cgcctgcaga 1680 
ccgtcactgg cacaccctac tggatgagcc 1740 
ggaaagcaga cgtgtggagc ctgggctgca 1800 
cgtgggcaga gtatgaagct atggccgcca 1860 
ctcagctgcc ctcccacatc tctgaacatg 192 0 
aggctcgcca gagaccttca gctgaggagc 1980 
actgagctct cacggccaca ca 2032 



<400> 100 

tatgaaccga gcttcttgtt gccgcccgct 
ctctgggcca gcgctgggaa catgcccctg 
aaggggagct atggagaggt gacgcttgtg 
catgaaaaac acatccttca tcgagatctg 
aacatcatca aagtagggga cctaggaatt 
gctagcaccc tcattggcac accctactac 
tacaactata agtctgatgt ttgggctcta 
aagcatgctt tcaatgcaaa agatatgaat 
ctgccagcaa tgccaagaga ttacagccca 
agcaaaaggc ctgaagaaag gccgtctgtg 
cggcaaatct ccttcttttt ggaggccaca 
aatggtgact ctcaatccaa gccttttgct 
catgaagtaa tccaccccca accactctct 
gaaggcaaat gtttgtccca ggagaaaccc 
agtctgaaag cccatacctg caaacaggac 
agtagcgtaa atattgacat cttacctgca 
gttcaggaga atcagccaag atatttggat 
atttctcaag tggaagagga gatgctgcag 
aacctgattc ccatgtggtc ctctgacatt 
cctctgcagc ccctaatcaa agaacaaaag 
tgtattatag aaaaacaggg cagaatccac 
gaaccttccc tgtctcgaca gcgacggcaa 
gaaaagagac aggtccgcag agatctcttt 
ccttctcatc ccattgttgg gaaagtggat 
caacgtagag tggccactgg gtctgtgagc 
aaggatcgac cattatcagc cagagagagg 
tcctcttcag gcccttcagt gaggaaagcg 



gccctacccg ccgctgccgc cgcatcccga 60 
gccgcctact gctacctgcg ggtcgtgggc 120 
aagcaccggc gggacggcaa gcagtattta 180 
aaaactcaaa atgtcttcct aacaagaaca 240 
gcccgagtgt tggagaacca ctgtgacatg 3 00 
atgagccctg aattgttctc aaacaaaccc 3 60 
ggatgctgtg tctatgaaat ggccaccttg 420 
tctttagttt atcggattat tgaaggaaag 480 
gagctggcag aactgataag aacaatgctg 540 
aggagcatcc tgaggcagcc ttatataaag 600 
aagataaaaa cctccaaaaa taacattaaa 660 
acagtggttt ctggagaggc agaatcaaat 720 
tctgagggct cccagacata tataatgggt 780 
agggcctctg gtctcttgaa gtcacctgcc 840 
ttgagcaata ccacagaact agccacaatc 900 
aaagggaggg attcagtgag tgatggcttt 960 
gcctctaatg agttaggagg tatatgcagt 1020 
gacaacacta aatccagtgc ccagcctgaa 1080 
gtcactgggg aaaagaatga accagtgaag 1140 
ccaaaggacc aggatcaagt tgctggtgaa 1200 
ccagattcac agccacacaa ctctgggtct 1260 
aagaggagag aacagactga gcacagaggg 1320 
gctttccaag agtcgcctcc tcgatttttg 13 80 
gtcacatcaa cacaaaaaga ggctgaaaac 1440 
agttcaagga gcagtgagat gtcatcatca 1500 
aggcgactaa agcagtcaca ggaagaaatg 1560 
tctctgagtg tagcagggcc aggaaaaccc 1620 
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caggaagaag accagccctt 
gaaaggaaac agattcattg 
gataagtcag atggggatta 
gtacaattga tgactcagac 
gtagcaaacc cagtgtcaga 
catgggaagg ttgcagaaga 
atgccaggtt ctgaaaagat 
ggcctgggag ttcagctttt 
gatagagagg tacgtttgcg 
gctcgccagt tgaaattttt 
tgccagaatt aaagacctat 
atttggaagc cactcacca 

<210> 101 
<211> 1792 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 7522140CB1 

<400> 101 

gcgttctttc ccgcggaagt agttgacatt tacaaggagc agcgccccca aaggtcttta 60 
gctgtttttt aaggggagaa cagcctttac cctctttgga ctttttcttc gttttttttt 120 
tttttggaga cggagtttcg ttctttcgcc caggctggcg tacagtggcg cgatctcggc 180 
tcactgcaac ctctgctccc cgggttcaag cgattctcct gcctcagcct cccgagtagc 240 
tgggattaca ggtgcccgcc accacgcccg gctgatttcc tcttaagact ttctacagct 3 00 
tccttatgaa atcttctgac tgggccttga gcaataaggt cttttgctac aatttagtgc 3 60 
tcttttcctc acactaaatc gaaaactctc cctgttggtc ctgatctgtt tcagtcaggc 420 
aaattacatc ctgggaaaac gtcagatgac aggggaggcc actcgcttcc tgctcatcca 480 
gtttcgacac tttctgtgct ttcattagct tccagacctc agccctggcc ctcgctttac 540 
tgtacagtca gaactggttt ctacgcctcg cgagggtggg aggtcgtgta tgggaggagg 600 
accgcttccc accagcctcg ttgggaagcc aggagaaatc tcttcaaatc ctgcgattca 660 
gagtcaagtc ccagtcgtcc tttttctggt cggcccagaa ctgtttgtgc ctcctccctc 720 
atgaggaatg atgtcagtgg ggccgcggtc gccgcccacg aagagtgtaa ggctgcgaag 780 
tcggggcttt cccgacgccc cctccgtccg cgtctgcgta ggggaggtga cgagggcggg 840 
gcgcggcggc ggggtgacgt cacggccgcg cgcggcgtgg gcggagcctc actttgaacc 9 00 
cagttggcgg gaatggctgc tcgcggaggg gcagtgtacg cggggccgct gtaggctgtc 960 
cagcgatgga tcccaccgcg ggaagcaaga aggagcctgg aggaggcgcg gcgactgagg 1020 
agggcgtgaa taggatcgca gtgccaaaac cgccctccat tgaggaattc agcatagtga 1080 
agcccattag ccggggcgcc ttcgggaaag tgtatctggg gcagaaaggc ggcaaattgt 1140 
atgcagtaaa ggttgttaaa aaagcagaca tgatcaacaa aaatatgact catcaggtcc 12 00 
aagctgagag agatgcactg gcactaagca aaagcccatt cattgtccat ttgtattatt 12 60 
cactgcagtc tgcaaacaat gtctacttgg taatggaata tcttattggg ggagatgtca 1320 
agtctctcct acatatatat ggttattttg atgaagagat ggctgtgaaa tatatttctg 13 80 
aagtagcact ggctctagac taccttcaca gacatggaat catccacagg gacttgaaac 1440 
cggacaatat gcttatttct aatgagggtc atattaaact gacggatttt ggcctttcaa 1500 
aagttacttt gaatagaggt cttgaaacag ttgcctccaa cccaggaatg cctgtgaagt 1560 
gtctaacttc taatttactc cagtctagga aaaggctggc cacatccagt gccagtagtc 1620 
aatcccacac cttcatatcc agtgtggaat cagaatgcca cagcagtccc aaatgggaaa 1680 
aagattgcca ggtttgaggg acatttatct taatgaaaat caattatgta tgtcaaatga 1740 
atgtgagaaa tattatacct tttcatataa attccataaa gaaatgaaat tg 1792 

<210> 102 

<211> 1365 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7522525CB1 



gcctgcccga cggctctcct 
tctgtctgag gatgagttaa 
cggggaaggg aaaggtcaga 
cctgaaactg gattctaaag 
attcaaactt catcggaaat 
ggcagaggaa atccatttta 
caggagacta gttgaagtct 
agagcaggtg tatgatcttt 
ggagcacatg ggtgaaaagt 
tgaagaaaac atgaattttt 
ttttagagga ctttggctta 



ctgactgcag cgtcactcag 1680 
gttcttctac aagttcaact 1740 
caaatgaaat taatgccttg 1800 
agagctgtga agatgtcccg 1860 
atcgggacac actgatactt 1920 
aagagctacc ttcagctatt 1980 
tgagaactga tgtaattcgt 2040 
tggaggagga ggatgaattt 2100 
atacaactta cagtgtgaaa 2160 
gagcatttgt cctaatctgc 2220 
aaaagcaagg gcaaacagtc 2280 

2299 
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<400> 102 

agtaaatcca agggccagac cgtgacctca 
ggcaaaagta tccaagcggc attcaaattc 
gaggagcatg tagggtccca gacctttgtc 
aagagagggc tgaactccag ttttgaaacc 
gtcacctctc cccgattatc cctcttctca 
ctgagttcct ctgagagatc caaagggaca 
aagctgaagt ccttccagac cagggacaac 
tccaccctca cctgtgactc aggaccacag 
aaggatgggc gcttgttcaa tgagcagaac 
gtcaacaagt ggaagaagct gtactcgacc 
ttcggtgttc accaggacaa atacaggttc 
cagtcggccc tggatgtcag cccaaagcat 
gcctgccggc tgctggatgc cctggagttc 
gtgacagctg aaaatatctt tgtggatcca 
tatggcttcg ccttccgcta ttgcccaagt 
aggagccctc acgaggggga ccttgagttc 
ccctcccgcc gcagcgacct ccagagcctg 
tttctgccat ggacaaattg ccttcccaac 
tttgttgata agccggggcc cttcgtggga 
accctgcaga agtacctgaa ggtggtgatg 
gccatgctga ggaacaacct agaagctttg 
cccattggcc tcccgatggt gccctaggtg 
acagaaaaaa aaaaatgaag taatgtgact 

<210> 103 

<211> 2554 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7525355CB1 



taaagcatga tctccttctg tccagactgt 60 
tgcccctact gtggaaattc tttgcctgta 120 
aatccacatg tgccatcctt ccaaggctca 180 
tctcctaaga aagtgaaatg gtccagcacc 240 
gatggtgaca gttctgagtc tgaagatact 300 
gtgctgacag acaagagtgg gcgacagtgg 3 60 
cagggcattc tctatgaagc tgcacccacc 420 
aagcaaaagt tctcactcaa actggatgcc 480 
ttcttccagc gggccgccaa gcctctgcaa 540 
ccactgctgg ccatccctac ctgcatgggt 600 
ttggtgttac ccagcctggg gaggagcctt 660 
gtgctgtcag agaggtctgt gctgcaggtg 720 
ctccatgaga atgagtatgt tcatggaaat 780 
gaggaccaga gtcaggtgac tttggcaggc 840 
ggcaaacacg tggcctacgt ggaaggcagc 900 
attagcatgg acctgcacaa gggatgcggg 960 
ggctactgca tgctgaagtg gctctacggg 1020 
actgaggaca tcatgaagca aaaacagaag 1080 
ccctgcggtc actggatcag gccctcagag 1140 
gccctcacgt atgaggagaa gccgccctac 1200 
ctgcaggatc tgcgtgtgtc tccatatgac 1260 
gaatccagaa ctttccattt gcagtgtgca 1320 
caaggcctgc tgttt 1365 



<400> 103 

tactgacagc tcggtctgcg gaccatggag 
ttcctctgcc ggatgcagct ctgtctcgcg 
gccgaggaag ttatcctcct ggattccaaa 
ctgccaagta atgggtggga ggagatcagc 
acgtaccaag tgtgcaatgt gctggagccc 
ataagccgtg gccgcgggca gcgcatcttc 
agcagcatcc ctggcgccgc gggtacctgc 
actgaggccg acctgggccg tgggcgtccc 
gacacgatcg cggcggacga gagcttcacg 
ctgaacacag aggtgcgcga gatcggaccg 
caggacgtgg gcgcatgcgt ggcgcttgtc 
gccaccgtgc ggggcctggc cacgctccca 
ctggtggaag tggccggaac gtgcgtggcg 
cgcatgcact gcggcgccga cggcgagtgg 
gcgggattcc aggagcgtgg tgacatctgc 
agggaccgag tggaacccca gagcgtgtcc 
gcccctgggg ccaatgacac ggagtacgag 
cagacttact ccatggtgaa gacaggggcg 
gctacccgct acgtctttca gatccgggcc 
agttttaacc ccagcattga agtacagacc 
cagagccccg ccattgtcgt caccgtagtg 
gtgatgagtg tgctggccat ttggaggagg 
gcccatgatg aagaggagct gtatttccac 
gacccccaga gctgtgggga cctgctgcag 
gcgaaaagcg tcacgctgga gaggagcctt 
ggctgcttgc agctccccgg tcgccaggag 
agcgcctccg actcacagag gctcggcttc 
gaccatagcc acatcgtgcg gctggagggc 



acctgcgccg gtccacaccc gctgcgcctc 60 
ctgcttttgg gaccctggcg gcctgggacc 120 
gcctcccagg ccgagctggg ctggactgca 180 
ggcgtggatg aacacgaccg tcccatccgc 240 
aaccaggaca actggctgca gactggctgg 300 
gtggaactgc agttcacact ccgtgactgc 3 60 
aaggagacct tcaacgtcta ctacctggaa 420 
cgcctaggcg gcagccggcc ccgcaaaatc 480 
cagggcgacc tgggtgagcg caagatgaag 540 
ctcagccggc ggggtttcca cctggccttt 600 
tcggtgcgcg tctactacaa gcagtgccgc 660 
gccaccgcag ccgagagcgc cttctccaca 720 
cactcggaag gggagcctgg cagcccccca 780 
ctggtgcctg tgggccgctg cagctgcagc 840 
gaagcgccct gggaggagga tgagatccgc 900 
ctgtcgtggc gggagcccat ccctgccgga 960 
atccgatact acgagaaggg tcagagtgag 1020 
cccacagtca ccgtcaccaa cctgaagccg 1080 
gcttccccgg ggccatcctg ggaggcccag 1140 
ctgggggagg ctgcctcagg gtccagggac 1200 
accatctcgg ccctcctcgt cctgggctcc 1260 
ccctgcagct atggcaaagg aggaggggat 1320 
ttcaaagtcc caacacgtcg cacattcctg 1380 
gctgtgcatc tgttcgccaa ggaactggat 1440 
ggaggagggc ggtttgggga gctgtgctgt 1500 
ctgctcgtag ccgtgcatat gctgagggac 1560 
ctggccgagg ccctcacgct gggccagttt 1620 
gttgttaccc gaggaagcac cttgatgatt 1680 
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gtcaccgagt acatgagcca tggggccctg ggcggcttcc tcaggcggca cgaggggcag 1740 
ctggtggctg ggcaactgat ggggttgctg cctgggctgg catcagccat gaagtatctg 1800 
tcagagatgg gctacgttca ccggggcctg gcagctcgcc atgtgctggt cagcagcgac 1860 
cttgtctgca agatctctgg cttcgggcgg ggcccccggg accgatcaga ggctgtctac 1920 
accactatga gtggccggag cccagcgcta tgggccgctc ccgagacact tcagtttggc 1980 
cacttcagct ctgccagtga cgtgtggagc ttcggcatca tcatgtggga ggtgatggcc 2040 
tttggggagc ggccttactg ggacatgtct ggccaagacg tgatcaaggc tgtggaggat 2100 
ggcttccggc tgccaccccc caggaactgt cctaaccttc tgcaccgact aatgctcgac 2160 
tgctggcaga aggacccagg tgagcggccc aggttctccc agatccacag catcctgagc 2220 
aagatggtgc aggacccaga gccccccaag tgtgccctga ctacctgtcc caggcctccc 2280 
accccactag cggaccgtgc cttctccacc ttcccctcct ttggctctgt gggcgcgtgg 2340 
ctggaggccc tggacctgtg ccgctacaag gacagcttcg cggctgctgg ctatgggagc 2400 
ctggaggccg tggccgagat gactgcccag gacctggtga gcctaggcat ctctttggct 2460 
gaacatcgag aggccctcct cagcgggatc agcgccctgc aggcacgagt gctccagctg 2520 
cagggccagg gggtgcaggt gtgagtggac ccca 2554 

<210> 104 

<211> 4386 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7524443CB1 

<400> 104 

agagcgacag agacatttat tgttatttgt tttttggtgg caaaaaggga aaatggcgaa 60 
cgactcccct gcaaaaagtc tggtggacat cgacctctcc tccctgcggg atcctgctgg 120 
gatttttgag ctggtggaag tggttggaaa tggcacctat ggacaagtct ataagggtcg 180 
acatgttaaa acgggtcagt tggcagccat caaagttatg gatgtcactg aggatgaaga 240 
ggaagaaatc aaactggaga taaatatgct aaagaaatac tctcatcaca gaaacattgc 300 
aacatattat ggtgctttca tcaaaaaggg ccctccagga catgataacc aactctggct 3 60 
tgttatggag ttctgtgggg ctgggtccat tacagaccct gtgaagaaca ccaaagggaa 42 0 
cactctcaaa gaagactgga tcgcttacat ctccagagaa atcctgaggg gactggcaca 480 
tcttcacatt catcatgtga ttcaccggga tatcaagggc cagaatgtgt tgctgactga 540 
gaatgcagag gtgaaacttg ttgactttgg tgtgagtgct cagctggaca ggactgtggg 600 
gcggagaaat acgttcatag gcactcccta ctggatggct cctgaggtca tcgcctgtga 660 
tgagaaccca gatgccacct atgattacag aagtgatctt gggtcttgtg gcattacagc 72 0 
cattgagatg gcagaaggtg ctccccctct ctgtgacatg catccaatga gagcactgtt 780 
tctcattccc agaaaccctc ctccccggct gaagtcaaaa aaatggtcga agaagttttt 840 
tagttttata gaagggtgcc tggtgaagaa ttacatgcag cggccctcta cagagcagct 900 
tttgaaacat ccttttataa gggatcagcc aaatgaaagg caagttagaa tccagcttaa 960 
ggatcatata gatcgtacca ggaagaagag aggcgagaaa gatgaaactg agtatgagta 1020 
cagtgggagt gaggaagaag aggaggaagt gcctgaacag gaaggagagc caagttccat 1080 
tgtgaacgtg cctggtgagt ctactcttcg ccgagatttc ctgagactgc agcaggagaa 1140 
caaggaacgt tccgaggctc ttcggagaca acagttacta caggagcaac agctccggga 1200 
gcaggaagaa tataaaaggc aactgctggc agagagacag aagcggattg agcagcagaa 1260 
agaacagagg cgacggctag aagagcaaca aaggagagag cgggaagcta gaaggcagca 1320 
ggaacgtgaa cagcgaagga gagaacaaga agaaaagagg cgtctagagg agttggagag 13 80 
aaggcgcaaa gaagaagagg agaggagacg ggcagaagaa gaaaagagga gagttgaaag 1440 
agaacaggag tatatcaggc gacagctaga agaggagcag cggcacttgg aagtccttca 1500 
gcagcagctg ctccaggagc aggccatgtt actggagtgc cgatggcggg agatggagga 1560 
gcaccggcag gcagagaggc tccagaggca gttgcaacaa gaacaagcat atctcctgtc 1620 
tctacagcat gaccatagga ggccgcaccc gcagcactcg cagcagccgc caccaccgca 1680 
gcaggaaagg agcaagccaa gcttccatgc tcccgagccc aaagcccact acgagcccgc 1740 
tgaccgagcg cgagaggtgg aagatagatt taggaaaact aaccacagct cccctgaagc 1800 
ccagtctaag cagacaggca gagtattgga gccaccagtg ccttcccgat cagagtcttt 1860 
ttccaatggc aactccgagt ctgtgcatcc cgccctgcag agaccagcgg agccacaggt 1920 
acagtggtcc cacctggcat ctctcaagaa caatgtttcc cctgtctcgc gatcccattc 1980 
cttcagtgac ccttctccca aatttgcaca ccaccatctt cgttctcagg acccatgtcc 2040 
accttcccgc agtgaggtgc tcagtcagag ctctgactct aagtcagagg cgcctgaccc 2100 
tacccaaaag gcttggtcta gatcagacag tgacgaggtg cctccaaggg ttcctgtgag 2160 
aacaacatct cgctcccctg ttctgtcccg tcgagattcc ccactgcagg gcagtgggca 2220 
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gcagaatagc caggcaggac agagaaactc 
ggagagagtg gagaagctgg tgcccagacc 
ctcaggatcc cagcccgggt ctcaccctgg 
agtgagatca tcatccaagt ctgaaggctc 
aaaacctgaa gataaaaagg aagttttcag 
gaccgcactg gccaaagagc ttcgagcagt 
ggactactcc tcatccagtg aggagtcggg 
gcaggaaggg gctgacgagt ccacctcagg 
gaatttgagc aatggtgaaa cggaatctgt 
aagtgagccg gccatgaccc catccaagga 
tgaccaaaag cgtgccagcc atcatgagag 
gccagatctc ttacagcaaa gccattcctc 
ctccagccag ccgacaccca ccatgtcccc 
tgagactcag tccgctagta gcacactcca 
ttttatagac cccagattac tacagatttc 
ggtgggattt tcctgtgatg ggatgagacc 
aggctcagtg gtcaatgtga atcctaccaa 
tcgtaaatac aagaagaggt ttaactctga 
tttgctagtg ggtacagaga gtggcctgat 
ctatcctctt atcaaccgaa gacgatttca 
cttggtgaca atatctggca aaaaggataa 
aaataaaata cttcacaatg atccagaagt 
ggatttggaa ggatgtgtac attataaagt 
gattgctttg aagagttctg tggaagtcta 
tatggccttt aagtcatttg gagaattggt 
tgaggaaggc cagaggttga aagtgatcta 
tgtggattca ggatcagtct atgacattta 
accccatgca atcatcatcc tccccaatac 
agatgagggg gtttatgtaa acacatatgg 
gggagagatg cctacatcag tagcatatat 
gaaggccata gagatccgat ctgtggaaac 
aagggctcaa agactaaaat tcttgtgtga 
tcggtctggt ggcagcagtc aggtttattt 
ctggtagaag cagtgtgatc cagggattac 
cttggaattc cttgtaactg gagctcggag 
gtgcagacct catgtgttgg gttctctccc 
atcccc 

<210> 105 

<211> 3924 

<212> DNA 

<213> Homo sapiens 

. <220> 

<221> mis cofeature 

<223> Incyte ID No: 7524498CB1 



caccagcagt attgagccca ggcttctgtg 2280 
tggcagtggc agctcctcag ggtccagcaa 2340 
gtctcagagt ggctccgggg aacgcttcag 2400 
tccatctcgg cgcctggaaa atgcagtgaa 2460 
acccctcaag cctgctggcg aagtggatct 2520 
ggaagatgta cggccacctc acaaagtaac 2580 
gacgacggat gaggaggacg acgatgtgga 2640 
accagaggac accagagcag cgtcatctct 2700 
gaaaaccatg attgtccatg atgatgtaga 2760 
gggcactcta atcgtccgcc agagtacagt 2820 
caatggcttt gccggtcgca ttcacctctt 2880 
ctccacttcc tccacctcct cctccccatc 2940 
acagacaccc caggacaagc tcactgctaa 3000 
gaaacacaaa tcttcctcct cctttacacc 3060 
tccatctagc ggaacaacag tgacatctgt 312 0 
agaagccata aggcaagatc ctacccggaa 3180 
cactaggcca cagagtgaca ccccggagat 3240 
gattctgtgt gctgccttat ggggagtgaa 3300 
gctgctggac agaagtggcc aagggaaggt 33 60 
acaaatggac gtacttgggg gcttgaatgt 3420 
gttacgtgtc tactatttgt cctggttaag 3480 
tgagaagaag cagggatgga caaccgtagg 3 540 
tgtaaaatat gaaagaatca aatttctggt 3 600 
tgcgtgggca ccaaagccat atcacaaatt 3 660 
acataagcca ttactggtgg atctcactgt 372 0 
tggatcctgt gctggattcc atgctgttga 3780 
tctaccaaca catatccagt gtagcatcaa 3 840 
agatggaatg gagcttctgg tgtgctatga 3900 
aaggatcacc aaggatgtag ttctacagtg 3960 
tcgatccaat cagacaatgg gctggggaga 4020 
tggtcacttg gatggtgtgt tcatgcacaa 4080 
acgcaatgac aaggtgttct ttgcctctgt 4140 
catgacctta ggcaggactt ctcttctgag 4200 
tggcctccag agtcttcaag atcctgagaa 4260 
ctgcaccgag ggcaaccagg acagctgtgt 4320 
ctccttcctg ttcctcttat ataccagttt 4380 

4386 



<400> 105 

agagcgacag agacatttat tgttatttgt 
cgactcccct gcaaaaagtc tggtggacat 
gatttttgag ctggtggaag tggttggaaa 
acatgttaaa acgggtcagt tggcaaccat 
ggaagaaatc aaactggaga taaatatgct 
aacatattat ggtgctttca tcaaaaagag 
tgttatggag ttctgtgggg ctgggtccat 
cacactcaaa gaagactgga tcgcttacat 
tcttcacatt catcatgtga ttcaccggga 
gaatgcagag gtgaaacttg ttgactttgg 
gcggagaaat acgttcatag gcactcccta 
tgagaaccca gatgccacct atgattacag 
cattgagatg gcagaaggtg ctccccctct 
tctcattccc agaaaccctc ctccccggct 
tagttttata gaagggtgcc tggtgaagaa 



tttttggtgg caaaaaggga aaatggcgaa 60 
cgacctctcc tccctgcggg atcctgctgg 120 
tggcacctat ggacaagtct ataagggtcg 180 
caaagttatg gatgtcactg aggatgaaga 240 
aaagaaatac tctcatcaca gaaacattgc 300 
ccctccagga catgatgacc aactctggct 3 60 
tacagacctt gtgaagaaca ccaaagggaa 420 
ctccagagaa atcctgaggg gactggcaca 480 
tatcaagggc cagaatgtgt tgctgactga 540 
tgtgagtgct cagctggaca ggactgtggg 600 
ctggatggct cctgaggtca tcgcctgtga 660 
aagtgatctt tggtcttgtg gcattacagc 720 
ctgtgacatg cacccaatga gagcactgtt 780 
gaagtcaaaa aaatggtcga agaagttttt 840 
ttacatgcag cggccctcta cagagcagct 900 
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tttgaaacat 
ggatcatata 
cagtgggagt 
tgtgaacgtg 
caaggaacgt 
gcaggaagaa 
agaacagagg 
ggaacgtgaa 
aaggcgcaaa 
agaacaggag 
gcagcagctg 
gcactcgcag 
cgagcccaaa 
tctcaagaac 
atttgcacac 
cagtcagagc 
atcagacagt 
tctgtcccgt 
gagaaactcc 
gcccagacct 
tcaccctggg 
tgaaggctct 
agttttcagg 
ggaagatgta 
gacgacggat 
accagaggac 
gaaaaccatg 
gggcactcta 
ttcctcctcc 
aacaacagtg 
gcaagatcct 
gagtgacacc 
tgccttatgg 
aagtggccaa 
acttgagggc 
ctatttgtcc 
gggatggaca 
aagaatcaaa 
aaagccatat 
actggtggat 
tggattccat 
tatccagtgt 
gcttctggtg 
ggatgtagtt 
gacaatgggc 
tggtgtgttc 
ggtgttcttt 
caggacttct 
tcttcaagat 
caaccaggae 
cctcttatat 



ccttttataa 
gatcgtacca 
gaggaagaag 
cctggtgagt 
tccgaggctc 
tataaaaggc 
cgacggctag 
cagcgaagga 
gaagaagagg 
tatatcaggc 
ctccaggagc 
cagccgccac 
gcccactacg 
aatgtttccc 
caccatcttc 
tctgactcta 
gacgaggtgc 
cgagattccc 
accagcagta 
ggcagtggca 
tctcagagtg 
ccatctcagc 
cccctcaagc 
cggccacctc 
gaggaggacg 
accagagcag 
attgtccatg 
atcgtccgcc 
tttacacctt 
acatctgtgg 
acccggaaag 
ccggagattc 
ggagtgaatt 
gggaaggtct 
ttgaatgtct 
tggttaagaa 
accgtagggg 
tttctggtga 
cacaaattta 
ctcactgttg 
gctgttgatg 
agcatcaaac 
tgctatgaag 
ctacagtggg 
tggggagaga 
atgcacaaaa 
gcctctgttc 
cttctgagct 
cctgagaact 
agctgtgtgt 
accagtttat 



gggatcagcc 
ggaagaagag 
aggaggaagt 
ctactcttcg 
ttcggagaca 
aactgctggc 
aagagcaaca 
gagaacaaga 
agaggagacg 
gacagctaga 
aggccatgtt 
caccgcagca 
agcctgctga 
ctgtctcgcg 
gttctcagga 
agtcagaggc 
ctccaagggt 
cactgcaggg 
ttgagcccag 
gctcctcagg 
gctccgggga 
gcctggaaaa 
ctgctgatct 
acaaagtaac 
acgatgtgga 
cgtcatctct 
atgatgtaga 
agactcagtc 
ttatagaccc 
tgggattttc 
gctcagtggt 
gtaaatacaa 
tgctagtggg 
atcctcttat 
tggtgacaat 
ataaaatact 
atttggaagg 
ttgctttgaa 
tggcctttaa 
aggaaggcca 
tggattcagg 
cccatgcaat 
atgagggggt 
gagagatgcc 
aggccataga 
gggctcaaag 
ggtctggtgg 
ggtagaagca 
tggaattcct 
gcagacctca 
cccc 



aaatgaaagg 
aggcgagaaa 
gcctgaacag 
ccgagatttc 
acagttacta 
agagagacag 
aaggagagag 
agaaaagagg 
ggcagaagaa 
agaggagcag 
actgcatgac 
ggaaaggagc 
ccgagcgcga 
atcccattcc 
cccatgtcca 
gcctgaccct 
tcctgtgaga 
cagtgggcag 
gcttctgtgg 
gtccagcaac 
acgcttcaga 
tgcagtgaaa 
gaccgcactg 
ggactactcc 
gcaggaaggg 
gaatttgagc 
aagtgagccg 
cgctagtagc 
cagattacta 
ctgtgatggg 
caatgtgaat 
gaagaggttt 
tacagagagt 
caaccgaaga 
atctggcaaa 
tcacaatgat 
atgtgtacat 
gagttctgtg 
gtcatttgga 
gaggttgaaa 
atcagtctat 
catcatcctc 
ttatgtaaac 
tacatcagta 
gatccgatct 
actaaaattc 
cagcagtcag 
gtgtgatcca 
tgtaactgga 
tgtgttgggt 



caagttagaa 
gatgaaactg 
gaaggagagc 
ctgagactgc 
caggagcaac 
aagcggattg 
cgggaagcta 
cgtctagagg 
gaaaagagga 
cggcacttgg 
cataggaggc 
aagccaagct 
gagtggtccc 
ttcagtgacc 
ccttcccgca 
acccaaaagg 
acaacatctc 
cagaatagcc 
gagagagtgg 
tcaggatccc 
gtgagatcat 
aaacctgaag 
gccaaagagc 
tcatccagtg 
gctgacgagt 
aatggtgaaa 
gccatgaccc 
acactccaga 
cagatttctc 
atgagaccag 
cctaccaaca 
aactctgaga 
ggcctgatgc 
cgatttcaac 
aaggataagt 
ccagaagttg 
tataaagttg 
gaagtctatg 
gaattggtac 
gtgatctatg 
gacatttatc 
cccaatacag 
acatatggaa 
gcatatattc 
gtggaaactg 
ttgtgtgaac 
gtttatttca 

gggattactg 

gctcggagct 
tctctcccct 



tccagcttaa 960 
agtatgagta 1020 
caagttccat 1080 
agcaggagaa 1140 
agctccggga 1200 
agcagcagaa 1260 
gaaggcagca 1320 
agttggagag 1380 
gagttgaaag 1440 
aagtccttca 1500 
cgcacccgca 1560 
tccatgctcc 1620 
acctggcatc 1680 
cttctcccaa 1740 
gtgaggtgct 1800 
cttggtctag 1860 
gctcccctgt 1920 
aggcaggaca 1980 
agaagctggt 2040 
agcccgggtc 2100 
catccaagtc 2160 
ataaaaagga 222 0 
ttcgagcagt 2280 
aggagtcggg 2340 
ccacctcagg 2400 
cggaatctgt 2460 
catccaagga 2520 
aacacaaatc 2580 
catctagcgg 2 640 
aagccataag 2700 
ctaggccaca 2760 
ttctgtgtgc 2820 
tgctggacag 2 880 
aaatggacgt 2940 
tacgtgtcta 3 000 
agaagaagca 3060 
taaaatatga 3120 
cgtgggcacc 3180 
ataagccatt 3240 
gatcctgtgc 33 00 
taccaacaca 3360 
atggaatgga 3 420 
ggatcaccaa 3480 
gatccaatca 3 540 
gtcacttgga 3 600 
gcaatgacaa 3 660 
tgaccttagg 3720 
gcctccagag 3780 
gcaccgaggg 3840 
ccttcctgtt 3900 
3924 



<210> 106 

<211> 3770 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 7524957CB1 

<400> 106 

gactggagtc tctgtgaggg agaagaataa gattgtagag aagtgagaag caggcagcca 60 
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gtacccttgc 
aagaaaggtt 
gaggggcccc 
gtgaaggagg 
ttcctgggcc 
ttcaaggact 
atgttccagt 
tttaagcagt 
cctgaagacc 
cagcacactc 
gcaaggatgg 
aaattgtgcc 
ctggagaacg 
ttgcgcaatg 
cgcaatgctg 
gggacaaggg 
gatgctgact 
caaaagctgc 
ggtggaggct 
gccaacatcc 
ccggatccta 
gtgatgctaa 
ctggtacact 
ttactggacc 
ctggattttg 
aacgaacaat 
ttcgcctgcc 
tcctgcctct 
tacaagcgga 
ttcctctaca 
cacctctgga 
atggatcttt 
agattaccta 
ctgactcgta 
ctggagccct 
ggagggcctc 
aaagactact 
ctgcttaata 
gtcctagaag 
actttagatg 
ctctccaagg 
aactctccta 
aagtgtgttc 
actcctctag 
atctcccacc 
ggtaaaagag 
ccattggaat 
gggtccaact 
cctcggcggc 
gccacagggc 
tgttctagtc 
fcccagtcatc 
gtgcctcctc 
aggttacggc 
cgtgagcttc 
atggactatg 
tttggctctg 
aaagagactg 
gactgtgaat 
tgtgctggat 
ctcgtctgta 
caacagctga 



cacggtagaa 
taacgaagtc 
ccagcctgga 
aagagaatct 
gggcagccga 
ctgtcatcaa 
tgcacatttc 
gccaagagtg 
tctttgcctt 
acctatgtca 
gctttgacct 
ccagttaccc 
tggcttcctt 
gggctgccat 
atgatgagta 
ccactggggg 
ttgattcttc 
tgatcctgga 
gtgaatgtga 
atgccatccg 
gcaactggtt 
aagcagctgt 
gctcagatgg 
catattacag 
ggcacaagtt 
gccctgtgtt 
tgtttgaatt 
acggcacctt 
cctgctctgt 
cacccagctc 
cagctgttta 
acctttcccc 
aaaccagatc 
catccagtga 
ggcacagcaa 
agcaaactgt 
tgagcaataa 
ccgcagtgcc 
agactaaggg 
gcatagggga 
tcatttctaa 
caggtacgcc 
ttgatcacag 
acccaagcac 
aggaacaact 
gaaataatag 
tggtccggaa 
gggacagctt 
tgctttccta 
cctgctttgg 
attccaatgg 
caaagcaagt 
tgtatttgga 
aaatcgaagc 
agatgaggct 
aggatgattt 
atcacagtga 
aggtgactcg 
tctggttggc 
gctgccacct 
actcatgtta 
agaaacccat 



tggagcgtgg 
acgggattga 
gtacatccaa 
tcaggtcccc 
tgccctcatt 
cgtccccctc 
ctgcaaggac 
gctctcacgg 
tgcctaccat 
gccaggtgag 
gcagaacgtc 
ccagaagctg 
ccgctcctgg 
cgcccgctgc 
cctggtcacg 
ctccctcagc 
tctgactgcg 
tgcgcgatcc 
agagtactat 
gaacagcttt 
gtcggcactg 
gctggtggct 
ctgggaccgc 
gacgttggag 
tggagatcgc 
cctccagtgg 
taatgaagca 
cctggccaac 
gtgggcgctc 
agacatggtc 
tctgccagca 
agtggcccag 
catggatgat 
ccctaacctg 
tcctgaggga 
aggagaagtg 
acctttcaag 
tcgggaaatg 
accagctcca 
gccacctgaa 
caagtgtgat 
ccaacaggcc 
cctcagcacc 
tgacttcctc 
gagttctgtg 
gaatgggcag 
gccaatttct 
ccaagggatg 
tggctgttgt 
gggccagtgg 
acattgtact 
ctctagcaca 
tgatgatgga 
agggtacaaa 
ggacatccgt 
tacatgtttg 
agactgcctt 
ctgggttcca 
caaacgaaga 
gaagctgccc 
cgaacacatt 
tgctacagct 



aatgactaac 
aggaccctga 
gccaaggatc 
ttcacagtgc 
gccatctcta 
cggatgattg 
tccaaagtgg 
ctaagccgag 
gcctggtgcc 
cacatacgtt 
tggagagtct 
ctggttcctg 
aagcggattc 
agccagccag 
tccattgcta 
accgggaata 
tgctctggag 
tacacggcag 
cccaactgtg 
cagtacctcc 
gagagtacca 
aatacagtag 
acaccgcaga 
ggcttccaag 
tgtggccacc 
cttgattctg 
ttcctggtaa 
aacccctgtg 
cttcgagctg 
ctgcatcctg 
tcatctccat 
agccaggagt 
cttctttctg 
aataaccact 
tcagagacaa 
ggtcttcctc 
agtcacaaaa 
aagagcaaca 
gacccttctg 
cattgtcctg 
ggagtttgta 
cagccagact 
gtttgcaacc 
aaccaagatc 
ccggatctga 
ttattggaaa 
cagagccaga 
gtgacttcat 
agcaagaggc 
gctcagagag 
ggcccaggag 
aagcccgttc 
ctcccctttc 
caagaggtgg 
cactgctgtg 
aaggagtcag 
tcagaagcaa 
gaccatatgg 
caccattgca 
attcctgatc 
caagtctctc 
tccagttgaa 



ctggcaccat 
tgggcagggg 
tgttcccccc 
tgcagggtga 
actaccggct 
acagtgtgga 
tgaggtgcca 
ccacagcaag 
tggggctgac 
gtcgacagga 
cacacatcaa 
tgtggatcac 
ccgtggttgt 
agatcagctg 
aagcctgtgc 
atgataccag 
tggagagcac 
cagtggccaa 
aggtcgtgtt 

gggctgtgtg 

aatggctgca 
accgggaagg 
tcgtagccct 
tgttagtgga 
aagagaatgt 
ttcatcagtt 
aactggtgca 
agcgagagaa 
gcaataaaaa 
tttgtcatgt 
gcacacttgg 
tctctggccg 
cctgtgacac 
gtcaggaggt 
gctttgtgga 
ctcctctgcc 
gctgttctcc 
cctctgatcc 
cccaggatga 
aaacagaagc 
attttcctga 
ccatgctagg 
caccgagtgc 
cctcagggtc 
cccatgggga 
atcctcgctt 
tcagtgagtt 
tcccaagtgg 
caaacagtaa 
aaggtgtgaa 
gaaagaacca 
cactgaactg 
ccacggatgt 
agcagctacg 
cccctccagc 
atggcagtga 
gctgggaacc 
catcacactg 
gaaattgtgg 
agcaactcta 
gtgccaggga 
tgccggggag 



tctaagggga 120 
catgggtgag 180 
caaggaacta 240 
gggagtagag 300 
gcatatcaaa 360 
gagccgtgat 420 
cttctccact 480 
acctgccaag 540 
cgaggaggac 600 
ggcggagctt 660 
cagcaactac 720 
tgacaaagag 780 
gtatagacac 840 
gtggggctgg 900 
cctggacccg 960 
cgaggcgtgt 1020 
agcagctcct 1080 
ccgggccaag 1140 
catgggaatg 12 00 
tagccagatg 1260 
gcacttgtcg 1320 
ccggcctgtg 13 80 
ggccaaaata 1440 
gtctgactgg 1500 
ggaggaccaa 1560 
gcttaagcag 1620 
acacacatac 1680 
gcgcaacatc 1740 
ctttcataac 1800 
ccgggccctg 1860 
ggaagaaaac 1920 
ctctctggac 1980 
aagcagcccc 2040 
cagggtaggc 2100 
ctctggggta 2160 
cagcagccag 2220 
aagttacaaa 2280 
tgagatcaaa 23 40 
gctgggtagg 2400 
tgtcagtgca 2460 
gtcttcccag 2520 
tgtgccctcc 2580 
tgcctgccaa 2640 
tgtggcaagt 2700 
ggaagacatt 2760 
tgggaaaatg 2820 
ctcttttcta 2880 
ggaggccacc 2940 
gcagatgcgg 3 000 
gtcacctgtc 3 060 
gatgtggttg 3120 
cccttctcca 3180 
gatccagcat 3240 
tcgacaggtg 33 00 
agagcccccc 33 60 
tactgaggat 3420 
tgttgataag 3480 
ctataactgt 3540 
gaatgtattt 3600 
tgacccagtt 3660 
act cat gage 3720 
3770 
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<210> 107 
<211> 1836 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7525097CB1 

<400> 107 

tactccttct ccagacatgc ttcctgaggc tggctccctg tggctactga agctgctccg 60 
ggacatccag ttggcccagt tttactggcc catccttgag gagcttaatg tcactcggcc 120 
agagcacttc gactttgtaa agcctgagga cctggacggc attggcatgg gccggcctgc 180 
ccagcgcaga ctgtccgaag ctctgaaaag gctacgttct gggcctaagt ctaagaactg 240 
ggtctacaag atccttggag gttttgcccc tgagcacaag gagcccaccc tgccctcgga 300 
cagcccacgg cacctccctg agccagaggg gggcctcaag tgtctgatcc cagagggtgc 3 60 
tgtttgcaga ggggagctgc tgggttcagg ctgcttcggt gtggtgcacc gagggctgtg 420 
gacgctgccc agtggcaaga gtgtcccagt ggctgtcaag tccctccggg taggtcccga 480 
aggcccgatg ggcacagaac tgggggactt cctgcgagag gtatcggtca tgatgaactt 540 
ggagcaccca cacgtgctgc gtctgcacgg ccttgtactg ggccagcctc tgcagatggt 600 
gatggagctg gcgccactgg gctccctgca cgcgcgccta acggccccgg ccccgacacc 660 
cccgctgctc gtggccctgc tctgcctctt cctgcggcag ctggcgggag ccatggcgta 720 
cctgggggcc cgcgggctgg tgcaccgaga cctcgctacg cgcaacctac tgctggcgtc 780 
gccgcgcacc atcaaggtgg ctgacttcgg gctggtgcgg cctctgggcg gtgcccgggg 840 
ccgctacgtc atgggcgggc cccgccctat cccctacgcc tggtgtgccc cagagagcct 900 
gcgccacgga gccttctcgt ctgcctcgga cgtgtggatg tttggggccg ggccttcgga 960 
agcatgttgt gtgagggatg tcacagaacc aggcgccctg aggatggaga ctggtgaccc 1020 
catcacagtc atcgagggca gccccgactc cacaatctgg aagggccaga atggtcgcac 1080 
cttcaaagtg ggcagcttcc cagcctcggc agtgacgctg gcagatgcgg ggggcttgcc 114 0 
agccacccgt ccagtccaca gaggcacccc tgcccgggga gatcaacacc caggaagcat 1200 
agatggagac agaaagaagg caaatctttg ggatgcgccc ccagcacggg gccagaggag 1260 
gaacatgccc ctggagagga tgaaaggcat ttccaggagt ctggagtcag ttctgtccct 1320 
cggtcctcgt cccacagggg gtggttcaag cccccctgaa attcgacaag ccagagctgt 13 80 
gccccaggga cctccaggcc tgcctccacg cccaccttta tcctctagct ctcctcagcc 1440 
cagccagccc tctagggaga ggcttccctg gcccaaaaga aaacccccac acaatcaccc 1500 
catgggaatg cctggagccc gtaaagccgc tgccctctct ggaggcctct tgtccgatcc 1560 
tgagttgcag aggaagatta tggagatgga gctgagtgtg catggggtca cccaccagga 1620 
gtgccagaca gcactaggag ccactggggg agatgtggtt tctgccatcc ggaacctcaa 1680 
ggtagatcag ctcttccacc tgagtagccg gtccagagct gactgctggc gcatcctgga 1740 
gcattaccag tgggacctct cagctgccag ccgctatgtc ctggccaggc cctgagctca 1800 
gcttctgcgg gcacagacac cagcatgaaa agccta "* 1836 

<210> 108 
<211> 960 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7525117CB1 

<400> 108 

taggatggcc cagaaggaga actcctaccc ctggccctac ggccgacaga cggctccatc 60 
tggcctgagc accctgcccc agcgagtcct ccggaaagag cctgtcaccc catctgcact 120 
tgtcctcatg agccgctcca atgtccagcc cacagctgcc cctggccaga aggtgatgga 180 
gaatagcagt gggacacccg acatcttaac gcggcacttc acaattgatg actttgagat 240 
tgggcgtcct ctgggcaaag gcaagtttgg aaacgtgtac ttggctcggg agaagaaaag 300 
ccatttcatc gtggcgctca agccatccca acatcctgcg tctctacaac tatttttatg 3 60 
accggaggag gatctacttg attctagagt atgccccccg cggggagctc tacaaggagc 420 
tgcagaagag ctgcacattt gacgagcagc gaacagccac gatcatggag gagttggcag 480 
atgctctaat gtactgccat gggaagaagg tgattcacag agacataaag ccagaaaatc 540 
tgctcttagg gctcaaggga gagctgaaga ttgctgactt cggctggtct gtgcatgcgc 600 
cctccctgag gaggaagaca atgtgtggca ccctggacta cctgccccca gagatgattg 660 
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aggggcgcat gcacaatgag aaggtggatc tgtggtgcat tggagtgctt tgctatgagc 720 
tgctggtggg gaacccaccc tttgagagtg catcacacaa cgagacctat cgccgcatcg 780 
tcaaggtgga cctaaagttc cccgcttctg tgcccacggg agcccaggac ctcatctcca 840 
aactgctcag gcataacccc tcggaacggc tgccctggcc caggtctcag cccacccttg 900 
ggtccgggcc aactctcgga gggtgctgcc tccctctgcc cttcaatctg tcgcctgata 960 

<210> 109 

<211> 2275 

<212> DNA 

<213> Homo sapiens 

<220>- 

<221> misc_f eature 

<223> Incyte ID No: 7516593CB1 

<400> 109 

gagcggagcg gtgcggaggc tctgctcgga tcgaggtctg cagcgcagct tcgggagcat 60 
gagtgctgca gtgactgcag ggaagctggc acgggcaccg gccgaccctg ggaaagccgg 120 
ggtccccgga gttgcagctc ccggagctcc ggcggcggct ccaccggcga aagagatccc 180 
ggaggtccta gtggacccac gcagccggcg gcgctatgtg cggggccgct ttttgggcaa 240 
gggcggcttt gccaagtgct tcgagatctc ggacgcggac accaaggagg tgttcgcggg 3 00 
caagattgtg cctaagtctc tgctgctcaa gccgcaccag agggagaaga tgtccatgga 3 60 
aatatccatt caccgcagcc tcgcccacca gcacgtcgta ggattccacg gctttttcga 420 
ggacaacgac ttcgtgttcg tggtgttgga gctctgccgc cggaggtctc tcctggagct 480 
gcacaagagg aggaaagccc tgactgagcc tgaggcccga tactacctac ggcaaattgt 540 
gcttggctgc cagtacctgc accgaaaccg agttattcat cgagacctca agctgggcaa 600 
ccttttcctg aatgaagatc tggaggtgaa aataggggat tttggactgg caaccaaagt 660 
cgaatatgac ggggagagga agaagaccct gtgtgggact cctaattaca tagctcccga 720 
ggtgctgagc aagaaagggc acagtttcga ggtggatgtg tggtccattg ggtgtatcat 780 
gtataccttg ttagtgggca aaccaccttt tgagacttct tgcctaaaag agacctacct 840 
ccggatcaag aagaatgaat acagtattcc caagcacatc aaccccgtgg ccgcctccct 900 
catccagaag atgcttcaga cagatcccac tgcccgccca accattaacg agctgcttaa 960 
tgacgagttc tttacttctg gctatatccc tgcccgtctc cccatcacct gcctgaccat 1020 
tccaccaagg ttttcgattg ctcccagcag cctggacccc agcaaccgga agcccctcac 1080 
agtcctcaat aaaggcttgg agaaccccct gcctgagcgt ccccgggaaa aagaagaacc 1140 
agtggttcga gagacaggtg aggtggtcga ctgccacctc agtgacatgc tgcagcagct 1200 
gcacagtgtc aatgcctcca agccctcgga gcgtgggctg gtcaggcaag aggaggctga 1260 
ggatcctgcc tgcatcccca tcttctgggt cagcaagtgg gtggactatt cggacaagta 1320 
cggccttggg tatcagctct gtgataacag cgtgggggtg ctcttcaatg actcaacacg 13 80 
cctcatcctc tacaatgatg gtgacagcct gcagtacata gagcgtgacg gcactgagtc 1440 
ctacctcacc gtgagttccc atcccaactc cttgatgaag aagatcaccc tccttaaata 1500 
tttccgcaat tacatgagcg agcacttgct gaaggcaggt gccaacatca cgccgcgcga 1560 
aggtgatgag ctcgcccggc tgccctacct acggacctgg ttccgcaccc gcagcgccat 1620 
catcctgcac ctcagcaacg gcagcgtgca gatcaacttc ttccaggtga gctggaggtc 1680 
accaggcgca ggagagagct ggggtaggct ccgcatgcct ggcagtggcc catgtgggtt 1740 
gaatgtggag tgagcggctc aggatcacac caagctcatc ttgtgcccac tgatggcagc 1800 
cgtgacctac atcgacgaga agcgggactt ccgcacatac cgcctgagtc tcctggagga 1860 
gtacggctgc tgcaaggagc tggccagccg gctccgctac gcccgcacta tggtggacaa 1920 
gctgctgagc tcacgctcgg ccagcaaccg tctcaaggcc tcctaatagc tgccctcccc 1980 
tccggactgg tgccctcctc actcccacct gcatctgggg cccatactgg ttggctcccg 2040 
cggtgccatg tctgcagtgt gccccccagc cccggtggct gggcagagct gcatcatcct 2100 
tgcaggtggg ggttgctgta taagttattt ttgtacatgt tcgggtgtgg gttctacagc 2160 
cttgtccccc tccccctcaa ccccaccata tgaattgtac agaatatttc tattgaattc 2220 
ggaactgtcc tttccttggc tttatgcaca ttaaacagat gtgaatattc aaaaa 2275 

<210> 110 

<211> 1168 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7516603CB1 
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<400> 110 

ccctgtgcat gccggccctt ccaacgtggc 
caggagactc tcaggccaat gtctccatcc 
ggaaggcaga ggcagctcag cagatgggga 
cttctcaccc ccaggcatgt cgggccccag 
tgggaagagc accctgctga agaggctgct 
cgtgtcccat accacgagga acccgaggcc 
tgtaaccagg gaggtgatgc agcgtgacat 
gttctcgggg aacctgtatg gcacgagcaa 
ccgcatctgt gtgctggacg tggacctgca 
gcggcccatc tacatctctg tgcagccgcc 
gcagcgcaac actgaaaccg aggagagcct 
catggagagc agcaaggagc ccggcctgtt 
ccaggcctac gcagagctga aggaggcgct 
tgggcaaggc ccaaggggag gcctgggggc 
gaaatcaaga aagctcaaag gaccggcgcc 
ggcccataca ggaccagggc agcagcattg 
tctgtgccct tggccagcat gtggagtgga 
tggggtgacc cccgacccag cctcgctggg 
cccagggctg acatcctaat aaaataactg 
agggcggccg ctcgcgatct agaactag 

<210> 111 

<211> 2560 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7525215CB1 



agagctcagg gggaagaaca cccaggctct 60 
ctgggtcagc cctttcctgc catgaattca 120 
ctagaggccg cactgctatc cacagcctct 180 
gcctgtggtg ctgagcgggc cttcgggagc 240 
ccaggagcac agcggcatct ttggcttcag 300 
cggcgaggag aacggcaaag attactactt 360 
agcagccggc gacttcatcg agcatgccga 420 
ggtggcggtg caggccgtgc aggccatgaa 480 
gggtgtgcgg aacatcaagg ccaccgatct 540 
ttcactgcac gtgctggagc agcggctgcg 600 
ggtgaagcgg ctggctgctg cccaggccga 660 
tgatgtggtc atcattaacg acagcctgga 720 
ctctgaggtg ggcccatcct tgtgcctacc 780 
caggcctttg ttgtccatga ggccactgag 840 
tgaggcttgc tgtctgttct cggcaccccg 900 
agccaccccc ttggcaggcg atacggcagc 960 
ggagatgctg cccctgtggt tggaacatcc 1020 
ctgtcccctg tccctatctc tcactctgga 1080 
ttggattaga aaaaaaaaaa aaaaaaaaaa 1140 

1168 



<400> 111 

tatggagctg tgggatgtgt cgctgcagga 
cgtgggggcc gggacctatg gcgacgtcta 
ggccgccgtg aagatagtca agctagaccc 
aatcaccatc ctgcgtgagt gccgccaccc 
caggaatgac cgcttgtgga tctgcatgga 
ttaccatgcc actgggcccc tggaggagcg 
gaaggggctc caccacctgc attctcaggg 
ccttctcctc actctccagg gagatgtcaa 
gacagcgtct gtggccaaga ggaggtcttt 
ggtggctgct gtggagcgca aaggtggcta 
catcactgcc attgagctgg gcgagctgca 
ggccctgatg ctcatgtcga agagcagctt 
ctggacccag aatttccacc actttctcaa 
gccgacagca gagaagctcc tgcagcaccc 
cctcacacag ctgctggaca aagccagtga 
ctgtgagctg gagacctatg acatgtttcc 
cccagccgag aggaccccct cggagatcca 
caggaaggaa actgacccac tgaatgagcc 
ggaagagttg agtgggagcc tgctgcagtc 
gactattcgg tcagcctcag aattccagga 
catcaagcgg gccccgttcc tagggccact 
gtccagtccc ccaggaaccc tgcccccacc 
gcccacggcc tgggccacca tgaagcagcg 
gctcccccca actcccaagg tgcatatggg 
ccccctgcgg atccacgctg ctgtcacctg 
ggtggtaggg gccgaggaag gcatctacac 
gctggagaag ctgatttcac atcgctgctc 
gtcactctca gggaaatcca cgcacatctg 
gcggaggcta cagcaacagg ttcccctctc 
catccccagg cgctttgctc tgtccaccaa 
tcgtgtggtg cggaacccct acacgggtgc 



cccgcgggac cgcttcgaac tgctgcagcg 60 
caaggcccgc gacacggtca cgtccgaact 120 
aggggacgac atcagctccc tccagcagga 180 
caatgtggtg gcctacattg gcagctacct 240 
gttctgcgga gggggctccc tgcaggagat 3 00 
gcagattgcc tacgtctgcc gagaggcact 3 60 
gaagattcac agagacatca agggagccaa 420 
actggctgac tttggggtgt caggcgagct 480 
cattgggact ccctactgga tggctcccga 540 
caatgagcta tgtgacgtct gggccccggg 600 
gccccctctg ttccacctgc accccatgag 660 
ccagccggcc aaactgagag ataagactcg 720 
actggccctg accaagaatc ctaagaagag 780 
gttcacgact cagcagctcc ctcgggccct 840 
ccctcatctg gggaccccct cccctgagga 900 
agacaccatt cactcccggg ggcagcacgg 960 
gtttcaccag gtgaaatttg gcgccccacg 1020 
gtgggaggaa gagtggacac tactgggaaa 1080 
ggtccaggag gccctggagg aaaggagtct 1140 
gctggactcc ccagacgata ccatgggaac 1200 
ccccactgac cctccagcag aggagcctct 12 60 
tccttcaggc cccaacagct ccccactgct 1320 
ggaggatcct gagaggtcat cctgccacgg 13 80 
cgcctgcttc tccaaggtct tcaatggctg 1440 
gattcaccct gttactcggg accagttcct 1500 
actcaacctg catgaactgc atgaggatac 15 60 
ctggctctac tgcgtgaaca acgtgctgct 1620 
ggcccatgac ctcccaggcc tgtttgagca 1680 
catccccacc aaccgcctca cccagcgcat 1740 
gattcctgac accaaaggct gcttgcagtg 1800 
caccttcctg ctggccgccc tgcccaccag 1860 
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cctgctcctg ctgcagtggt atgagccgct 
cggtgggggg aggcccaggg caccctcaga 
tccctgctgc cccctagaac ttctccagcc 
cgctggtgct ggatgggaag gagctgccgc 
ggcccggctg ccgcgtcctg ttccatgtcc 
tcctcatccc acctgagggg atcccaggct 
acacaatcct agtcagcttt gaacgctgtg 
cggccacacg ggcacctgag ctgacctttg 
aggacagtgt gctggccttc tggagccatg 
aggtgaccca ggagatcaca gatgaaacaa 
acatcatcct ggagagcatt cccactgaca 
tcacgggcca ccagagcacc tactaagagc 

<210> 112 

<211> 1662 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7525356CB1 



gcagaagttt ctgctgctga aggtgagggg 1920 
gctctggggg gagaaatgga gacctgagca 1980 
ctctgcccag cccagctggg atgctggagc 2040 
aggtgtgtgt tggggccgag gggcctgagg 2100 
tgcccctgga ggctggcctg acgcccgaca 2160 
cggcccagca ggtgatccag gtggacaggg 2220 
tgaggattgt caacatgcag ggcgagccca 2280 
atttccccat cgagactgtg gtgtgcctgc 2340 
ggatgcaagg ccgaagcctg gataccaatg 2400 
ggatcttccg agtgcttggg gcccacagag 2460 
acccagaggc gcacagcaac ctctacatcc 2520 
agcgggccta 2 560 



<400> 112 

gttcctggag aaagatggcg acagccgaga 
gccactacat tctgggtgac acgctggggg 
aacatgaatt gactgggcat aaagtagctg 
gccttgatgt ggtaggaaaa atccgcagag 
ctcatataat taaactgtac caggtcatca 
aatatgtctc aggaggagag ctatttgatt 
aagaaagtcg gcgtctgttc caacagatcc 
tggtggtcca tagagatttg aaacctgaaa 
agatagctga ttttggtctt tcaaacatga 
gtggctcacc caactatgct gcaccagaag 
aggtagatat atggagcagt ggggttattc 
ttgatgatga ccatgtgcca actcttttta 
ctcaatattt aaatccttct gtgattagcc 
tgaagagggc cacaatcaaa gatatcaggg 
aatatctctt tcctgaggat ccatcatata 
aagaagtatg tgaaagagta ccattcttgg 
ttgatgaatt aaatccacag aaatccaaac 
taggaattag aagtcaaagt cgaccaaatg 
aacaattgga ttatgaatgg aaggttgtaa 
atcctgtgac aagcacttac tccaaaatga 
- cttatctact ggatttccgt agtattgatg 
ctactccaca gagatcggga tcagttagca 
atgctgaggc tcaaggaaaa tcctcagaag 
actcttctcc tgttgaccta actccaagac 
tgtgtgcaaa tctaattaaa attcttgcac 
gcagcaataa gcatgcataa taagtcacag 
cataattata accgagggct ggcgttttgg 
tttatagtta aaagcctaat atgcagaaat 



agcagaaaca cgacgggcgg gtgaagatcg 60 
tcggcacctt cggcaaagtg aaggttggca 120 
tgaagatact caatcgacag aagattcgga 180 
aaattcagaa cctcaagctt ttcaggcatc 240 
gtacaccatc tgatattttc atggtgatgg 3 00 
atatctgtaa gaatggaagg ctggatgaaa 360 
tttctggtgt ggattattgt cacaggcata 42 0 
atgtcctgct tgatgcacac atgaatgcaa 480 
tgtcagatgg tgaattttta aggacaagtt 540 
taatttcagg aagattgtat gcaggcccag 600 
tctatgcttt attatgtgga acccttccat 660 
agaagatatg tgatgggatc ttctataccc 720 
ttttgaaaca tatgctgcag gtggatccca 780 
aacatgaatg gtttaaacag gaccttccaa 840 
gttcaaccat gattgatgat gaagccttaa 900 
ttgctgaaac accaagggca cgccataccc 960 
accaaggtgt aaggaaagca aaatggcatt 1020 
atattatggc agaagtatgt agagcaatca 1080 
acccatatta tttgcgtgta cgaaggaaga 1140 
gtctacagtt ataccaagtg gatagtagaa 12 00 
atgaaattac agaagccaaa tcagggactg 1260 
actatcgatc ttgccaaagg agtgattcag 1320 
tttctcttac ctcatctgtg acctcacttg 13 80 
ctggaagtca cacaatagaa ttttttgaga 1440 
aataaacaga aaactttgct tatttctttt 1500 
ccaaatgctt ccatttgtaa tcaagttata 1560 
aatgcaattt gcacagggat tggaacatga 1620 
gaattaagat ca 1662 



102/102 



